>RfAPN2a, Cluster-7879.9674
MDYILGLVSLVALTICIDGYRLDGSFTVERYDIQLNFSPEIFSTENGTSYSGTNLITFTPNNDTDIVVLHSSAKFLNVRSVYLSNSGVNSSITCTNITTNATTELLTLQFNGTLLQSINYSILLEFDGNISTSDMYGIYKSSYTQSGTKYYFVTTQFESTFARRAFPCFDEPSFKAVFDLTLSYPNGLRVLFNTPALSTNISDLNVTTTQFQPSPKMSSYLVAFVISDLTCSQGVNIENSLVNQVCSRNDTASNRAWALEVTPPIIDSLNAYTAINYSVLMSKLDQVAITDFSAGAMENWGLVTYRERALLYDDIETSNSYKQYIASVIAHELAHQWFGNLVTCKWWSEIFLNEGFATLLEHFITHEILPDYEMDKQFVTKTLQYIFEEDASSSESLRSSATTPNEISARFGGITYDKGGSVLRMVETFLGSSSWRAGLNTYLNNFSYKAAEPDDLWNSISSQISNDSSLPADLNIIMSNWINSPGYPVLNVVLNGTTVAVTQKRFVFNSSLASNVSWYVPLAYTTSSNTSVFTNTIPSLWLTPNQSTQFINLNENDTWIVVNNLQSGYYRVNYDSILWNRLSEALKEVNFSDIPEINRAQIVDDAFNLARAGLINYGQLFNITQFLANETSYHVWYSAFNGFNYLLKRFNKNSTLYSSISNHISDLSSVLVNSVPLSEVNASNHIYTLSQVQAQLWACKLDNPNCTASAVELFKNYTTTQTRPNKNLRSLVYCYGLKNSSNVTADWNFLWEAFLNTELSTEQVTLLATLGCSSDEGILKQYLRKTLDDNSGIRSQDYASVYAAVYQNSDIGVDVALDFFIENYSLIAERYTSLNAVGNILKRIAELITTEAQLNKLNNFINNGTLNGTVLDAAKTAEKSAINNLDWVATYQIQLLAYYNLPTESSTSSTSTTTTISTTSVSPTSSSTTSATTNVATSTVPTTTSTSKGSILEPAGILLIVSFLQLVLIIKK

>RfAPN2b, Cluster-7879.8243
MLLKWGLAVLLLGITAAASDYRLPTDIKPIAYSIDLELDEGVFKGTSDQYVGSETIVVNVINSVNTIKFHASYNFINITNLTVEDSTVVGINVNNDTNIVTVTLDSHLAEGLVLSIAINFIGRLSTEDMYGFYRSSYTEDGQTKYLATTQFQPVYARRAFPCFDEPAFKANFTLTITSPNGYAALSNMPVEHTSNDTDFVTTNFSSSPLMPSYLVAFVVSEFTCTQVDTIPDVPYSICSTDSTSVQRQFALDIGPKLLNSLDIFTNYTYAEMGFPKMDQVAIPDFAAGAMENWGLVTYRERLLLYNDDITINRDKQNIATVISHEFAHMWFGNLVTMDWWSETFLNEGFATYFEYFTTHDVLPEWELDKQFVTRVIQPILETDSQASSQALQAPANSDAQVMNRFSRISYFKGASIFRMAEYIIGPDAFQNGLKSYLLEYQFLNTKPEDLWRHLEDQLTESEKSKLPADLGTIMSNWVAQAGYPLIDVQYDNGNFIIKQSGRFLLNGVNSSLSWYVPLTYTVPNSSSRFENTTVSLWLKPSESVTIPQEEASWIILNNKVTGFYRVHYNDIWSKIAEALQGDSHSSIPELNRAALVDDIFNLARANIISYTNALNYVEFLKDETSHHVWTAAINGFNFLLQRVGADTTLGKSISEHVLNLLAKVYATVPWIQVDSNDHAYSLKQSDILSVACRLGLSNCVNHALEHHGEFLLTSNLPSKNLIPIIYCTALRHGNEPSNFNIIWSNYGLSSDAGERVQLLNALGCTQNPTQQEQYLNKSINPQSGIRPQDASIVFTSVYSSNPSGVDVAFRFLQANYEEIAERYQSMNALSTLISGLAERFTTTEQIEELRRFIDTSSLDQDFREACESALARAEGNLEWLQKHLPELYEIYELDEFGEPLTPTTSTTSEVSTSPVTTPSPVTPAPAPLPDAAKMLSFNFVFVLLITIISVSVAVY

Figure S2. Structural features for RfAPN2a (A) and RfAPN2b (B) sequences identified in Rhynchophorus ferrugineus. The bold blue letters represent the O-glycosylation sites; the red letters represent the N-glycosylation sites, and the bold letters denote the signal peptide cleavage sites.

