Supplementary Figure 1. Standard curve plots for efficiency test for gPCR primers.
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Supplementary Figure 1. Standard curve plots for efficiency test for gqPCR primers.
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Supplementary Figure 1. Standard curve plots for efficiency test for gqPCR primers.
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Supplementary Figure 1. Standard curve plots for efficiency test for gPCR primers. (D)
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Gene significance for resistance

Gene significance for resistance

Module membership vs. gene significance

Supplementary Figure 2. WGCNA intra-modular analysis plots. cor=0.54, p=2e-19
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Module membership vs. gene significance ®)

Supplementary Figure 2. WGCNA intra-modular analysis plots. cor=0.33, p=1.6e-32
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Supplementary Figure 2. WGCNA intra-modular analysis plots.
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