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Part I: Supplemental Methods
I.A Methods
This rapid review is reported following the standards set by the Preferred Reporting Items for Systematic reviews and Meta-Analyses extension for Scoping Reviews (PRISMA-ScR) because the standard for rapid reviews is not finalized.1 Brief protocols were developed, but not published. 

I.A.1 Key Questions
The research questions developed by occupational health, infectious disease, and systematic review methodology subject matter experts are: 
Among symptomatic adults infected with SARS-CoV-2 (Omicron Variant) and influenza A:
(1) What is the duration of viral shedding measured from symptom onset or diagnosis using viral culture or RT-qPCR? 
(2) What is the association between the resolution of symptoms, specifically fever, and the resolution of viral shedding measured using culture, RT-qPCR, or RT-PCR? 
(3) What is the pair-level serial interval, defined as the number of days between symptom onset in primary and secondary cases?

I.A.2 Search Strategy & Study Selection
A CDC information specialist developed search strategies for SARS-CoV-2 for each of the three research questions and adapted each strategy for influenza. The informationist performed these searches in MEDLINE, Embase, Cochrane Library, CINAHL, and Scopus from the start of each data to July 26 or August 1, 2024. The detailed search strategies are provided in Supplemental Tables s4-s9. 

Results of the literature searches were uploaded into EndNote 21 (Clarivate Analytics©, Thomson Reuters, New York, NY, USA), duplicate records were removed, and unique titles and abstracts were uploaded to Covidence (Veritas Health Innovation Ltd., Melbourne, VIC, Australia) where a second round of deduplication was conducted. Two reviewers screened all titles and abstracts and removed irrelevant references. Titles and abstracts and subsequent full texts were screened by two reviewers and disagreements were resolved by consensus among reviewers. The reference lists of systematic reviews meeting inclusion criteria were mined for relevant studies. All studies were screened according to pre-identified exclusion criteria (Table s1), and the results of the study selection process for all six reviews are provided in Supplemental Figures s7-s12

Studies were included if the full text was available and written in English; and if the study was relevant to the research question, reported primary data, and reviewers could verify complete methods (i.e., articles were not conference abstracts or posters.) Exclusion criteria were selected a priori to minimize anticipated risks of bias in the final body of evidence. Research question-specific exclusion criteria are listed in Table s1, according to domain of bias.

Table s1: Exclusion criteria and relevant rationale.
	Exclusion criteria/ exclude studies 
	Domain of Bias
	Rationale

	RQ1, 2, & 3: Exclude studies conducted in populations that are predominantly children-based.
	Confounding
	Minimize or eliminate confounding or effect measure modification due to differences in age-related shedding & risk of transmission

	RQ1, 2, & 3: Exclude studies conducted in populations that are highly comorbid or immunocompromised.
	Confounding
	Minimize or eliminate confounding or effect measure modification due to differences in shedding & risk of transmission due to comorbidities or immunocompromised status.

	RQ1, 2, & 3: Exclude studies conducted in populations that are hospitalized for moderate, severe, or critical illness
	Confounding
	Minimize or eliminate confounding or effect measure modification due to differences in shedding & risk of transmission due to severity of illness

	RQ1 & RQ2: Exclude studies that collect shedding data at any frequency other than daily.
	Information Bias: measurement
	Minimize or eliminate unclear duration of shedding.

	· RQ1. Exclude studies reporting results collected using diagnostic tests that are not culture or RT-qPCR 
	Information Bias: measurement
	Eliminate bias associated with comparing other test methods (e.g., antigen tests) to the gold standard of culture, or improved measurement of quantitative PCR

	RQ1, 2, & 3: Exclude studies examining patients with non-omicron variants of SARS-CoV-2, non-influenza A types or subtypes, or parainfluenza
	Information Bias: measurement
	Minimize or eliminate measurement bias associated with longer serial intervals and durations of shedding associated with prior variants of SARS-CoV-2 and other types of influenza

	RQ2. Exclude studies reporting results collected using diagnostic tests that are not culture, RT-qPCR, or RT-PCR
	Information Bias: measurement
	Eliminate bias associated with comparing other test methods (e.g., antigen tests), however due to concerns that many influenza studies were published prior to the widespread use of RT-qPCR, RT-PCR was included

	RQ1 & 2. Exclude studies reporting RT-qPCR (omicron) or RT-PCR (influenza) results reported as CT values.
	Information Bias: measurement
	Eliminate bias that may be associated with comparing CT values and log10 copies per mL values across studies

	RQ1 & 2. Exclude studies that do not report the end of shedding for <90% of the study population
	Information bias: measurement
	Eliminate biases associated with incomplete data and an unclear duration of shedding.

	RQ 1& 2: Exclude studies that do measure shedding from symptom onset, diagnosis, or inoculation, or are unclear in their reporting of the start of measurement
	Information bias: measurement
	Eliminate biases associated with incomplete data and an unclear duration of shedding.

	RQ2: Exclude studies that do not collect daily symptom data either in person, via telephone, or using a daily log.
	Information bias: recall bias
	Eliminate bias associated with mis-remembering past events.

	RQ3. Exclude studies that do not report data, either in chart, table, supplement, or requested data that enables the determination of the day of symptom onset in the secondary case measured in days from symptom onset in the primary case.
	Information bias: measurement
	Eliminate bias associated with estimating the cumulative proportion of secondary case day of symptom onset using incomplete data or inappropriate data.

	RQ3. Exclude studies that report on serial estimates based on indirect transmission. 
	Information bias: misclassification
	Eliminate bias in the data from inaccurate measurements of serial interval



I.A.3 Data Extraction
Data was extracted by two reviewers using a standardized Microsoft Excel (2021) form, and differences were reconciled by discussion. Extracted data included study characteristics, population characteristics, the incubation period, and the outcomes of interest (Table s2). Outcome data were extracted as presented in the studies or calculated using data provided, abstracted from relevant figures using an online digitizing application (PlotDigitizer Online App).2 For RQ1, if a study used both culture and RT-qPCR for diagnostic testing, only culture data was extracted. For RQ3, serial intervals of zero, or when symptom onset in the infector and infectee occurred on the same day, were not extracted. For any research question, when interventional studies met inclusion criteria, only placebo group data was extracted. Potential areas for risk of bias were identified a priori to guide study selection, and possible confounding factors were identified for use in data analysis, thus risk of bias assessments of studies were not conducted. 
Concerns for information bias (such as diagnostic test type) and selection bias were identified a priori and guided selection criteria (Table s1). Concerns for confounding were also identified a priori, such as concurrent infection prevention and control interventions such as masking and lockdown orders, vaccination status, differences in sub-variants or strains, and the timing of data collection in the spread of omicron for those studies. Due to this approach, a study-level risk of bias assessment was not conducted.

Table s2: Outcomes of interest for each research question measured in days.
	Research Question
	Outcome of interest
	Definition

	RQ.1
	Duration of respiratory viral shedding measured by qPCR or viral culture and reported as log10 copies/mL or CT values.
	The day, measured daily from symptom onset, that at least one diagnostic test (preferably two) returns a negative value. 

	RQ.2
	Duration of respiratory viral shedding measured daily using RT-PCR, RT-qPCR, or culture (days)

	The day, measured from symptom onset, at least one diagnostic test (preferably two) returns a negative value.

	RQ.2
	Duration of fever by clinician evaluation or self-reported via questionnaire. (days)
	The day, measured daily, that the participants temperature returns to normal, or the fever “ends”.

	RQ.3
	Symptom onset in secondary case (day)
	The day symptom onset in the secondary case occurs, as measured from the day of symptom onset in the primary case. May be self-reported 



I.A.4 Data Analysis
Shedding and symptom outcomes were analyzed from symptom onset, diagnosis, or inoculation (for influenza challenge studies) in the participant. Serial interval outcomes were analyzed from symptom onset in the primary case, which was defined as day zero. The cumulative proportion of study participants with the outcomes of interest were calculated at the study-level. Data was analyzed using Microsoft Excel (2021) and R Studio. Analysis for risk stratification was conducted for study-level cumulative proportions of 70% - 100% participants experiencing resolution of shedding for individuals or symptom onset in secondary cases of pairs. Stratified analyses were performed to visually inspect the influence of confounding factors. These factors included household transmissions compared with community transmission, collectivist and individualist cultures to approximate masking, vaccination status, sub-variant and strain, pandemic and seasonal influenza, and non-pharmaceutical interventions (NPIs) such as masking and lockdown policies. 
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Part II. Supplemental Figures
Figure s1. Cumulative proportion (%) of omicron-infected participants with resolution of shedding stratified by vaccination status.
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Figure s2 Cumulative proportion (%) of omicron- or influenza-infected participants with shedding after resolution of symptoms, or both resolution of shedding and resolution of symptoms.
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Figure s3 Cumulative proportion (%) of symptom onset in secondary omicron (A) or influenza (B) cases stratified by collectivist or individualist societies to approximate mask wearing.
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Figure s4 Cumulative proportion (%) of symptom onset in secondary omicron (A) or influenza (B) cases stratified by data collection in households, household + non-household settings, and household and other settings.
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Figure s5 Cumulative proportion (%) of symptom onset in secondary omicron cases stratified by the proportion of vaccinations in the population at that time.
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Figure s6 Cumulative proportion (%) of symptom onset in secondary omicron cases stratified by the implementation of societal non-pharmaceutical interventions (NPI) at that time.
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Part III: Extracted Data
Table s3: Extracted data from included studies.
	[bookmark: _Hlk174963049]Study
	RQRQ
	N
	Population
	Location
	Dates
	Pathogen
	Strain/ Variant
	Diagnostic test
	Measured since
	Vaccination
	Household transmission
	Societal NPIs
	Figure extraction

	an der Heiden 20223
	RQ3
	11,512
	Household
	Germany
	Oct 2020 – May 24, 2022
	SARS-CoV-2
	BA.2, BA.4, & BA.5
	NR
	SO1C
	NR
	Y
	NR
	F-D

	Archer 20124
	RQ3
	19
	Household
	South Africa
	Jun 14 – Jul 15, 2009
	Influenza
	H1N1
	PCR
	SO1C
	NR
	Y
	NR
	F

	Backer 20225
	RQ3
	221
	Community
	Netherlands
	Dec 13 – 26, 2021
	SARS-CoV-2
	BA.1
	RT-PCR
	SO1C
	NR
	Y
	Y
	R

	Bendall 20236
	RQ3
	11
	Household
	USA
	Nov 18, 2020 – Jan 19, 2022
	SARS-CoV-2
	BA.1
	RT-qPCR
	SO1C
	NR
	Y
	NR
	R

	Boucau 20227
	RQ1
	34
	Outpatients
	USA
	Jul 2021 – Jan 2022
	SARS-CoV-2
	BA.1
	Culture
	SO or diagnosis
	73%
	NA
	NA
	F-D

	Bouton 20238
	RQ1
	75
	Students & staff
	USA
	Nov 2021 - NR
	SARS-CoV-2
	NR
	Culture
	SO or diagnosis
	100%
	NA
	NA
	F-D

	Cohen 20199
	RQ3
	30
	Household
	South Africa
	2013 - 2014
	Influenza
	H3N2, H1N1, A, B
	RT-PCR
	SO1C
	1 – 4%
	Y
	NR
	F

	Cowling 200910
	RQ3
	14
	Household
	Hong Kong, China
	2007
	Influenza
	NR
	RT-PCR
	SO1C
	NR
	Y
	NR
	R

	Del Aguila-Mejia 202211
	RQ3
	443
	Community
	Spain
	Nov – Dec 2021
	SARS-CoV-2
	BA.1
	PCR
	SO1C
	NR
	Y
	NR
	F-D

	Doyle 199812
	RQ1
	42
	Adult volunteers
	USA
	NR
	Influenza
	H1N1
	Culture
	Inoculation
	NR
	NA
	NA
	F-D

	Eibach 201413
	RQ3
	5
	HCP and geriatric inpatients
	France
	Jan 20 – Apr 6, 2012
	Influenza
	H3N2
	PCR
	SO1C
	33% HCP,
67% patients
	N
	NR
	F

	Ghani 201014
	RQ3
	58
	Household
	UK
	Apr 27 – Jun 10, 2009
	Influenza
	H1N1
	NR
	SO1C
	NR
	Y
	NR
	F-D

	Guo 2023 (IORV)15 
	RQ3
	104
	Community
	China
	May 1 – Jul 17, 2022
	SARS-CoV-2
	BA.2, BA.4, & BA.5
	NR
	SO1C
	NR
	NR
	NR
	R

	Guo 202316 (JOMV)
	RQ3
	248
	Community
	Hong Kong, China
	Jan 1 – Feb 15, 2022
	SARS-CoV-2
	BA.1 & BA.2
	RT-PCR
	SO1C
	NR
	Y
	NR
	F-D

	Han 201917
	RQ1, RQ2
	37
	Adult volunteers
	USA
	Dec 2015 – July 2017
	Influenza
	H3N2
	Culture
	SO
	N
	NA
	NA
	R

	Hooker 202118
	RQ1
	12
	Adult volunteers
	USA
	Jun – Jul 1997
	Influenza
	H1N1
	Culture
	Inoculation
	NR
	NA
	NA
	R

	Iyengar 201519
	RQ3
	8
	Household
	South Africa
	May – Oct 2013
	Influenza
	H1N1, H3N2, B
	PCR
	SO1C
	3 – 5%
	Y
	NR
	F

	Jang 202220
	RQ1, RQ2
	9
	Community
	South Korea
	December 2021
	SARS-CoV-2
	NR
	Culture
	SO
	0%
	NA
	NA
	F

	Jia 201121
	RQ2
	104
	Adult patients
	China
	Sept 2009 – Jan 2010
	Influenza
	H1N1, seasonal
	RT-PCR
	SO or defervescence
	NR
	NA
	NA
	R

	Jung 202322
	RQ1
	32
	HCP
	South Korea
	Mar 14 – Apr 3, 2022
	SARS-CoV-2
	BA.1 & BA.2
	Culture
	SO
	100%
	NA
	NA
	R

	Kang 2023 (JOMV)23

Related: Kang 202324 (Vac)
	RQ1
	34
	Patients
	South Korea
	Feb 1, 2021 – May 31, 2022
	SARS-CoV-2
	NR
	Culture
	SO
	70%; Stratified analysis in Kang 2023 (Vac)
	NA
	NA
	F-D

	Kang 202325 (JOI)
	RQ1
	82
	HCP
	South Korea
	Jan 14 – Aug 2, 2022
	SARS-CoV-2
	BA.1, BA.2, & BA.5
	Culture
	SO or diagnosis
	100%
	NA
	NA
	R

	Killingley 201026
	RQ1
	4
	Adult patients
	UK
	Sept 14, 2009 – Jan 25, 2010
	Influenza
	H1N1
	Culture
	SO
	N
	NA
	NA
	F

	Killingley 201627
	RQ1
	27
	Adult patients
	UK
	Sept 2009 – Jan 2011
	Influenza
	H1N1
	Culture
	SO
	NR
	NA
	NA
	F-D

	Komiya 201028
	RQ3
	14
	Household
	Japan
	May 17 – Jul 24, 2009
	Influenza
	H1N1
	RT-PCR
	SO1C
	NR
	Y
	Y
	F

	Kremer 202229
	RQ3
	2,161
	Community
	Belgium
	Nov 19 – Dec 31, 2021
	SARS-CoV-2
	BA.1
	PCR
	SO1C
	NR
	Y
	NR
	R

	Li 202430
	RQ3
	48
	Community
	China
	Mar 5 – Apr 25, 2024
	SARS-CoV-2
	NR
	RT-PCR
	SO1C
	NR
	NR
	Y
	R

	Liu 202331
	RQ3
	546
	Community
	China
	Jan 1 – Mar 26, 2022
	SARS-CoV-2
	BA.1 & BA.2
	NR
	SO1C
	88.7%
	NR
	Y
	F-D

	Luvira 202232
	RQ3
	5
	HCP
	Thailand
	Feb 22 – 28, 2013
	Influenza
	H3N2, B
	RT-PCR
	SO1C
	50%
	N
	NR
	F

	McBryde 200933
	RQ3
	37
	Community
	Australia
	May 16 – Jun 3, 2009
	Influenza
	H1N1
	NR
	SO1C
	NR
	Y
	NR
	F

	Memoli 201534
	RQ1, RQ2
	20
	Adult volunteers
	USA
	Apr 2012 – Jun 2013
	Influenza
	H1N1
	RT-qPCR
	Inoculation
	N
	NA
	NA
	F

	Morgan 201035
	RQ3
	11
	Household
	USA
	Apr 10 – May 8, 2009
	Influenza
	H1N1
	RT-PCR
	SO1C
	29%
	Y
	NR
	R

	Roll 201136
	RQ3
	51
	Community
	Israel
	Apr 26 – Jul 7, 2009
	Influenza
	H1N1
	PCR
	SO1C
	NR
	Y
	NR
	F

	Shim 202237
	RQ3
	202
	Community
	South Korea
	Nov 25, 2012 – Jan 8, 2022
	SARS-CoV-2
	BA.1 & BA.2
	NR
	SO1C
	58%
	NR
	NR
	F-D

	Smith-Jeffcoat 202438
	RQ1
	236
	Community
	USA
	Nov 2022 – May 2023
	SARS-CoV-2
	NR
	Culture
	SO or diagnosis
	40%
	NA
	NA
	F-D

	Song 202239
	RQ3
	12
	Community
	South Korea
	Nov 22 – Dec 15, 2021
	SARS-CoV-2
	BA.1
	RT-PCR
	SO1C
	44%
	Y
	NR
	R

	Suess 201040
	RQ3
	8
	Household
	Germany
	Apr – Aug 2009
	Influenza
	H1N1
	RT-PCR
	SO1C
	NR
	Y
	NR
	R

	teBeest 201341
	RQ3
	37
	Community
	Netherlands
	Jun 2009
	Influenza
	H1N1
	PCR
	SO1C
	NR
	Y
	NR
	R

	Thai 201442
	RQ3
	6
	Household
	Vietnam
	Jun 2009 – Apr 2010
	Influenza
	H1N1
	RT-PCR
	SO1C
	0%
	Y
	NR
	R

	Weil 202243
	RQ3
	37
	Students
	USA
	Sept 10, 2021 – Feb 14, 2022
	SARS-CoV-2
	BA.1 & BA.2
	RT-qPCR
	SO1C
	97.4%
	Y
	Y
	F

	Xin 202344
	RQ3
	113
	Community
	China
	Jan 23 – Feb 4, 2022
	SARS-CoV-2
	BA.1.1
	RT-PR
	SO1C
	84.2%
	Y
	Y
	F

	Zeng 202345
	RQ3
	114
	Community
	Singapore
	Dec 9 - NR
	SARS-CoV-2
	BA.1 & BA.2
	PCR
	SO1C
	87%
	Y
	NR
	F

	RQ: Research Question; NR: Not reported in study;  SO: Symptom onset; SO1C: Symptom onset in primary case; R: Data were reported in study; F: data extracted from figure; F-D: data was digitized from figure.
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Part IV Search Strategies and Results
Part IV.A Search Strategies
Table s4. Search Strategies for RQ1.a: Omicron Shedding, Run August 1, 2024
	Database
	Strategy

	Medline
(OVID)
1946-
	1. Virus Shedding/ 
2. (((viral OR virus) ADJ2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) ADJ5 (emission* or emit*)) OR ((duration OR days OR time) ADJ5 shed*) OR (shed* ADJ5 (replica OR competent OR viable OR infecti*))).ti,ab,kf,hw.
3. 1 OR 2
4. exp Polymerase Chain Reaction/ OR exp clinical laboratory techniques/ 
5. (polymerase chain reaction OR PCR OR RT-PCR OR RT-qPCR OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR clinical technique* OR lab* OR cultures OR detect*).ti,ab,kf,hw.
6. 4 OR 5
7. 3 AND 6
8. Limit 7 to COVID-19

	Embase
(OVID)
1974-
	1. Virus Shedding/ 
2. (((viral OR virus) ADJ2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) ADJ5 (emission* or emit*)) OR ((duration OR days OR time) ADJ5 shed*) OR (shed* ADJ5 (replica OR competent OR viable OR infecti*))).ti,ab,kf,hw.
3. 1 OR 2
4. exp Polymerase Chain Reaction/ OR exp laboratory technique/ 
5. (polymerase chain reaction OR PCR OR RT-PCR OR RT-qPCR OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR clinical technique* OR lab* OR cultures OR detect*).ti,ab,kf,hw.
6. 4 OR 5
7. 3 AND 6
8. Limit 7 to COVID-19
9. Limit 8 to "pubmed/medline"

	Cochrane Library

	#1 [mh "Virus Shedding"] 
#2 (((viral OR virus) NEAR/2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) NEAR/5 (emission* or emit*)) OR ((duration OR days OR time) NEAR/5 shed*) OR (shed* NEAR/5 (replica OR competent OR viable OR infecti*))):ti,ab,kw
#3 #1 OR #2
#4 [mh ^"Polymerase Chain Reaction"] OR [mh ^"clinical laboratory techniques"] 
#5 ("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*):ti,ab,kw
#6 #4 OR #5
#7 #3 AND #6
#8 [mh "Covid-19"] OR (coronavir* OR "corona virus" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19):ti,ab,kw
#9 #7 AND #8 

	CINAHL
(EBSCOHost)
	S1 (MH "Virus Shedding") 
S2 (((viral OR virus) N2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) N5 (emission* or emit*)) OR ((duration OR days OR time) N5 shed*) OR (shed* N5 (replica OR competent OR viable OR infecti*)))
S3 S1 OR S2
S4 (MH "Polymerase Chain Reaction+") OR (MH "clinical laboratory techniques+") 
S5 ("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*)
S6 S4 OR S5
S7 S3 AND S6
S8 (MH "COVID-19+") OR (TI (coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19)) OR (AB (coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19))
S9 S7 AND S8
Limiters - Exclude MEDLINE records 

	Scopus


	(INDEXTERMS("Virus Shedding") OR TITLE-ABS-KEY(((viral OR virus) W/2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) W/5 (emission* or emit*)) OR ((duration OR days OR time) W/5 shed*) OR (shed* W/5 (replica OR competent OR viable OR infecti*)))) AND (INDEXTERMS(("Polymerase Chain Reaction") OR ("laboratory techniques")) AND TITLE-ABS-KEY("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*)) AND (INDEXTERMS(COVID-19) OR TITLE-ABS-KEY(coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19)) AND NOT INDEX(medline)



Table s5. Search Strategies for RQ1.b: Influenza Shedding, Run August 1, 2024 
	Database
	Strategy

	Medline
(OVID)
1946-
	1. exp Influenza, Human/
2. (influenza* OR flu).ti,ab,kf,hw.
3. 1 OR 2
4. exp virus shedding/
5. ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness emission* or emit* OR viable OR viability) ADJ5 (duration OR period OR time OR timing OR cease OR cessation)).ti,ab,kf,hw.
6. 4 OR 5 
7. 3 AND 6
8. Limit 10 to English language

	Embase
(OVID)
1974-
	1. exp Influenza/
2. (influenza* OR flu).ti,ab,kf,hw.
3. 1 OR 2
4. exp virus shedding/
5. ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness emission* or emit* OR viable OR viability) ADJ5 (duration OR period OR time OR timing OR cease OR cessation)).ti,ab,kf,hw.
6. 4 OR 5
7. 3 AND 6
8. limit 7 to "pubmed/medline"
9. 7 NOT 8
10. limit 9 to conference abstract status
11. 9 NOT 10
12. Limit 11 to English language

	Cochrane Library

	#1 [mh "Influenza, Human"]
#2 (influenza* OR flu):ti,ab,kw
#3 #1 OR #2
#4 [mh ^"virus shedding"]
#5 ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) NEAR/5 (duration OR period OR time OR timing OR cease OR cessation)):ti,ab,kw
#6 #4 OR #5 
#7 #3 AND #6	

	CINAHL
(EBSCOHost)
	S1 (MH "Influenza, Human")
S2 (influenza* OR flu)
S3 S1 OR S2
S4 (MH "virus shedding")
S5 ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) N5 (duration OR period OR time OR timing OR cease OR cessation))
S6 S4 OR S5 
S7 S3 AND S6	
Limiters - Exclude MEDLINE records

	Scopus
	TITLE-ABS-KEY(influenza* OR flu) AND TITLE-ABS-KEY((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) W/5 (duration OR period OR time OR timing OR cease OR cessation)) AND NOT INDEX(medline)



Table s6. Search Strategies for RQ2.a: Omicron Shedding & Symptom Association, Run July 26, 2024 
	Database
	Strategy

	Medline
(OVID)
1946-
	1. Virus Shedding/ 
2. (((viral OR virus) ADJ2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) ADJ5 (emission* or emit*)) OR ((duration OR days OR time) ADJ5 shed*) OR (shed* ADJ5 (replica OR competent OR viable OR infecti*))).ti,ab,kf,hw.
3. 1 OR 2
4. exp Polymerase Chain Reaction/ OR exp clinical laboratory techniques/ 
5. (polymerase chain reaction OR PCR OR RT-PCR OR RT-qPCR OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR clinical technique* OR lab* OR cultures OR detect*).ti,ab,kf,hw.
6. 4 OR 5
7. (Symptom* OR fever* OR chill* OR cough* OR (difficult* ADJ2 breathing) OR (shortness ADJ2 breath*) OR dyspnea OR aches OR fatigue OR headache OR sore throat OR congestion OR runny nose OR taste OR ageusia OR smell OR anosmia OR nausea OR vomiting OR diarrhea).mp
8. 3 AND 6
9. Limit 8 to covid-19
10. limit 9 to ed="20240123-20240325"
11. 3 AND 7
12. Limit 11 to COVID-19
13. limit 12 to yr="2024 -Current"
14. 10 OR 13
15. Omicron.mp
16. 14 AND 15

	Embase
(OVID)
1974-
	1. Virus Shedding/ 
2. (((viral OR virus) ADJ2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) ADJ5 (emission* or emit*)) OR ((duration OR days OR time) ADJ5 shed*) OR (shed* ADJ5 (replica OR competent OR viable OR infecti*))).ti,ab,kf,hw.
3. 1 OR 2
4. exp Polymerase Chain Reaction/ OR exp laboratory technique/ 
5. (polymerase chain reaction OR PCR OR RT-PCR OR RT-qPCR OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR clinical technique* OR lab* OR cultures OR detect*).ti,ab,kf,hw.
6. 4 OR 5
7. (Symptom* OR fever* OR chill* OR cough* OR (difficult* ADJ2 breathing) OR (shortness ADJ2 breath*) OR dyspnea OR aches OR fatigue OR headache OR sore throat OR congestion OR runny nose OR taste OR ageusia OR smell OR anosmia OR nausea OR vomiting OR diarrhea).mp
8. 3 AND 6
9. Limit 8 to covid-19
10. limit 9 to dc="20240123-20240325"
11. 3 AND 7
12. Limit 11 to COVID-19
13. limit 12 to yr="2024 -Current"
14. 10 OR 13
15. Omicron.mp
16. 14 AND 15

	Cochrane Library

	#1 [mh "Virus Shedding"] 
#2 (((viral OR virus) NEAR/2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) NEAR/5 (emission* or emit*)) OR ((duration OR days OR time) NEAR/5 shed*) OR (shed* NEAR/5 (replica OR competent OR viable OR infecti*))):ti,ab,kw
#3 #1 OR #2
#4 [mh ^"Polymerase Chain Reaction"] OR [mh ^"clinical laboratory techniques"] 
#5 ("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*):ti,ab,kw
#6 #4 OR #5
#7 (Symptom* OR fever* OR chill* OR cough* OR (difficult* NEAR/2 breathing) OR (shortness NEAR/2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congestion OR "runny nose" OR taste OR ageusia OR smell OR anosmia OR nausea OR vomiting OR diarrhea):ti,ab,kw
#8 #3 AND #6
#9 [mh "Covid-19"] OR (coronavir* OR "corona virus" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19):ti,ab,kw
#10 #8 AND #9
#11 #3 AND #7 AND #9
#12 #10 OR #11
#13 omicron
#14 #12 AND #13
Limit to January 2024-current 


	CINAHL
(EBSCOHost)
	S1 (MH "Virus Shedding") 
S2 (((viral OR virus) N2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) N5 (emission* or emit*)) OR ((duration OR days OR time) N5 shed*) OR (shed* N5 (replica OR competent OR viable OR infecti*)))
S3 S1 OR S2
S4 (MH "Polymerase Chain Reaction+") OR (MH "clinical laboratory techniques+") 
S5 ("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*)
S6 S4 OR S5
S7 (Symptom* OR fever* OR chill* OR cough* OR (difficult* N2 breathing) OR (shortness N2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congestion OR "runny nose" OR taste OR ageusia OR smell OR anosmia OR nausea OR vomiting OR diarrhea)
S8 S3 AND S6
S9 (MH "COVID-19+") OR (TI (coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19)) OR (AB (coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19))
S10 S8 AND S9
S11 S3 AND S7 AND S9
S12 S10 OR S11
S13 omicron
S14 S12 AND S13
Limiters - Published Date: 20240101-20240325; Exclude MEDLINE records 

	Scopus


	(INDEXTERMS("Virus Shedding") OR TITLE-ABS-KEY(((viral OR virus) W/2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) W/5 (emission* or emit*)) OR ((duration OR days OR time) W/5 shed*) OR (shed* W/5 (replica OR competent OR viable OR infecti*)))) AND (INDEXTERMS(("Polymerase Chain Reaction") OR ("laboratory techniques")) AND TITLE-ABS-KEY("polymerase chain reaction" OR PCR OR "RT-PCR" OR "RT-qPCR" OR qPCR OR swab* OR nasal OR nasopharyngeal OR specimen* OR sample* OR test* OR assay* OR "clinical technique" OR "clinical techniques" OR lab* OR cultures OR detect*)) AND (INDEXTERMS(COVID-19) OR TITLE-ABS-KEY(coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19)) AND NOT INDEX(medline)
OR 
(INDEXTERMS("Virus Shedding") OR TITLE-ABS-KEY(((viral OR virus) W/2 shed*) OR infectiousness OR infectivity OR contagiousness OR ((viral or virus) W/5 (emission* or emit*)) OR ((duration OR days OR time) W/5 shed*) OR (shed* W/5 (replica OR competent OR viable OR infecti*))) AND TITLE-ABS-KEY(Symptom* OR fever* OR chill* OR cough* OR (difficult* W/2 breathing) OR (shortness W/2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congestion OR "runny nose" OR taste OR ageusia OR smell OR anosmia OR nausea OR vomiting OR diarrhea)) AND (INDEXTERMS(COVID-19) OR TITLE-ABS-KEY(coronavir* OR "corona virus*" OR covid19 OR covid OR nCoV OR "novel CoV" OR "CoV 2" OR CoV2 OR sarscov2 OR sars2 OR 2019nCoV OR NCOV19)) AND NOT INDEX(medline) 
AND 
TITLE-ABS-KEY(omicron*) 
AND
 ( LIMIT-TO ( PUBYEAR , 2024 ) )



Table s7. Search Strategies for RQ2.b: Influenza Shedding & Symptom Association, Run July 26, 2024 
	Database
	Strategy

	Medline
(OVID)
1946-
	1. exp Influenza, Human/
2. (influenza* OR flu).ti,ab,kf,hw.
3. 1 OR 2
4. exp virus shedding/
5. ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness emission* or emit* OR viable OR viability) ADJ5 (duration OR period OR time OR timing OR cease OR cessation)) .ti,ab,kf,hw.
6. 4 OR 5 
7. (Symptom* OR fever* OR chill* OR cough* OR (difficult* ADJ2 breathing) OR (shortness ADJ2 breath*) OR dyspnea OR aches OR fatigue OR headache OR sore throat OR congest* OR runny nose OR stuffy nose OR nausea OR vomiting OR diarrhea).mp
8. 3 AND 6 AND 7

	Embase
(OVID)
1974-
	1. exp Influenza/
2. (influenza* OR flu).ti,ab,kf,hw.
3. 1 OR 2
4. exp virus shedding/
5. ((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness emission* or emit* OR viable OR viability) ADJ5 (duration OR period OR time OR timing OR cease OR cessation)).ti,ab,kf,hw.
6. 4 OR 5
7. (Symptom* OR fever* OR chill* OR cough* OR (difficult* ADJ2 breathing) OR (shortness ADJ2 breath*) OR dyspnea OR aches OR fatigue OR headache OR sore throat OR congest* OR runny nose OR stuffy nose OR nausea OR vomiting OR diarrhea).mp
8. 3 AND 6 AND 7
9. Limit 8 to pubmed/medline
10. 8 NOT 9

	Cochrane Library

	[mh "Influenza, Human"]
(influenza* OR flu):ti,ab,kw
#1 OR #2
[mh ^"virus shedding"]
((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) NEAR/5 (duration OR period OR time OR timing OR cease OR cessation)):ti,ab,kw
#4 OR #5 
#3 AND #6	
(Symptom* OR fever* OR chill* OR cough* OR (difficult* NEAR/2 breathing) OR (shortness NEAR/2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congest* OR "runny nose" OR "stuffy nose" OR nausea OR vomiting OR diarrhea):ti,ab,kw
#7 AND #8

	CINAHL
(EBSCOHost)
	(MH "Influenza, Human")
(influenza* OR flu)
S1 OR S2
(MH "virus shedding")
((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) N5 (duration OR period OR time OR timing OR cease OR cessation))
S4 OR S5 
S3 AND S6	
(Symptom* OR fever* OR chill* OR cough* OR (difficult* N2 breathing) OR (shortness N2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congest* OR "runny nose" OR "stuffy nose" OR nausea OR vomiting OR diarrhea)
S7 AND S8
Limiters - Exclude MEDLINE records

	Scopus
	TITLE-ABS-KEY(influenza* OR flu) AND TITLE-ABS-KEY((shed* OR replica* OR competent OR infectiousness OR infectivity OR contagiousness OR emission* or emit* OR viable OR viability) W/5 (duration OR period OR time OR timing OR cease OR cessation)) AND TITLE-ABS-KEY(Symptom* OR fever* OR chill* OR cough* OR (difficult* N2 breathing) OR (shortness N2 breath*) OR dyspnea OR aches OR fatigue OR headache OR "sore throat" OR congest* OR "runny nose" OR "stuffy nose" OR nausea OR vomiting OR diarrhea) AND NOT INDEX(medline) 







Table s8. RQ3.a. (Omicron Serial Interval) Search Strategies, Run July 26, 2024 
	Database
	Strategy

	Medline
(OVID)
1946-
	1. Serial Infection Interval/ 
2. (Time factors/ AND (transmission OR ts.fs))
3. (Serial interval* OR serial infection interval* OR generation time* OR generation interval* OR time series OR (transmission ADJ2 chain) OR (onset ADJ5 time) OR transmission dynamics OR (transmission ADJ2 characteristics) OR (time ADJ5 transmission)).ti,ab,kf.
4. 1 OR 2 OR 3
5. ((exp SARS-CoV-2/ OR exp Covid-19/ OR SARS* OR COVID* OR coronavirus*) AND omicron.mp.) 
6. 4 AND 5

	Embase
(OVID)
1974-
	1. serial interval/ 
2. ((Time factor/ OR Time/) AND transmission*.ti,ab,kf,hw.)
3. (Serial interval* OR serial infection interval* OR generation time* OR generation interval* OR time series OR (transmission ADJ2 chain) OR (onset ADJ5 time) OR transmission dynamics OR (transmission ADJ2 characteristics) OR (time ADJ5 transmission)).ti,ab,kf.
4. 1 OR 2 OR 3
5. "SARS-CoV-2 Omicron (lineage BQ.1.1)"/ or SARS-CoV-2 Omicron/ or omicron.mp.
6. 4 AND 5

	Cochrane Library

	#1 [mh "serial infection interval"] OR (serial NEAR/2 interval*) OR (generation NEAR/2 time*) OR (generation NEAR/2 interval*) OR (time NEAR/2 series) OR (transmission NEAR/2 chain) OR (onset NEAR/2 time) OR "transmission dynamics" OR (transmission NEAR/2 characteristics) OR (time NEAR/5 transmission)
#2 omicron*
#3 #1 AND #2

	CINAHL
(EBSCOHost)
	(MH "Serial Infection Interval") OR (serial N2 interval*) OR "generation time*" OR "generation interval*" OR "time series" OR (transmission N2 chain) OR (onset N2 time) OR "transmission dynamics" OR (transmission N2 characteristics) OR (time N5 transmission)
omicron*
S1 AND S2
Limiters - Published Date: 20200101-20231231 

	Scopus


	TITLE-ABS-KEY((serial W/2 interval*) OR "generation time*" OR "generation interval*" OR "time series" OR (transmission W/2 chain) OR (onset W/2 time) OR "transmission dynamics" OR (transmission W/2 characteristics) OR (time W/5 transmission)) AND TITLE-ABS-KEY(omicron*) AND TITLE-ABS-KEY(SARS* OR COVID* OR Coronavirus*) AND NOT INDEX(medline)



Table s9. Search Strategies for RQ3.b: Influenza Serial Interval, run on July 26, 2024 
	Database
	Strategy

	Medline
(OVID)
1946-
	1. Serial Infection Interval/ 
2. (Time factors/ AND (transmission OR ts.fs))
3. (Serial interval* OR serial infection interval* OR generation time* OR generation interval* OR time series OR (transmission ADJ2 chain) OR (onset ADJ5 time) OR transmission dynamics OR (transmission ADJ2 characteristics) OR (time ADJ5 transmission)).ti,ab,kf.
4. 1 OR 2 OR 3
5. Exp Influenza, Human/tm OR *Influenza, Human/ OR influenz*.ti,ab,kf.
6. 4 AND 5

	Embase
(OVID)
1974-
	1. serial interval/ 
2. ((Time factor/ OR Time/) AND transmission*.ti,ab,kf,hw.)
3. (Serial interval* OR serial infection interval* OR generation time* OR generation interval* OR time series OR (transmission ADJ2 chain) OR (onset ADJ5 time) OR transmission dynamics OR (transmission ADJ2 characteristics) OR (time ADJ5 transmission)).ti,ab,kf.
4. 1 OR 2 OR 3
5. Exp Influenza/ OR exp influenza virus/ OR influenz*.mp
6. 4 AND 5
7. limit 6 to "pubmed/medline"
8. 6 NOT 7

	Cochrane Library

	#1 [mh "serial infection interval"] OR (serial NEAR/2 interval*) OR (generation NEAR/2 time*) OR (generation NEAR/2 interval*) OR (time NEAR/2 series) OR (transmission NEAR/2 chain) OR (onset NEAR/2 time) OR "transmission dynamics" OR (transmission NEAR/2 characteristics) OR (time NEAR/5 transmission)
#2 [mh ^"Influenza, Human"] OR influenz*:ti,ab,kw
#3 #1 AND #2

	CINAHL
(EBSCOHost)
	S1 (MH "Serial Infection Interval") OR (serial N2 interval*) OR "generation time*" OR "generation interval*" OR "time series" OR (transmission N2 chain) OR (onset N2 time) OR "transmission dynamics" OR (transmission N2 characteristics) OR (time N5 transmission)
S2 (MH "Influenza, Human+") OR (TI influenz*) OR (AB influenz*)
S3 S1 AND S2

	Scopus


	TITLE-ABS-KEY((serial W/2 interval*) OR "generation time*" OR "generation interval*" OR "time series" OR (transmission W/2 chain) OR (onset W/2 time) OR "transmission dynamics" OR (transmission W/2 characteristics) OR (time W/5 transmission)) AND TITLE-ABS-KEY(influenz*) AND NOT INDEX(medline)





Part IV.B PRISMA Diagrams 
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Figure s9. Prisma Diagram for KQ2.a Omicron Shedding & Symptom Association
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