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Fig S1. Model schematic. Modeled measles transmission follows the Susceptible-Exposed-Infectious-Removed (SEIR) dynamics. The model is age-structured, with age indicated by . For simplicity, only one age group  is shown; birth, aging, and death are modeled but not shown here. Compartment M represents newborns with maternal immunity.  is the force of infection; , the population size in age .  is the rate of progression from the exposed to the infectious; , the recovery rate.  is the rate of migration;  is the fraction of migrants in compartment  ().  is the mean duration of maternal immunity.  is an indicator function that equals 1 when  and 0 otherwise.  is the number of people vaccinated during catch-up or supplementary vaccination programs.  represents routine vaccination (note both routine vaccination doses are administered around 1 year of age in Beijing, i.e., when individuals from group 1 are aging into group 2;  and  are the aging rate and routine vaccine coverage, respectively).  represents seeding due to migration, and applies only if . Black arrows apply to all age groups; blue arrows apply to a subset of age groups.
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Fig S2. Trends of net migration and vaccination rate in Beijing during 2005-2019. Due to a lack of detailed migration data, the models used net migration (histograms) as a proxy of total migration. This likely underestimated migrant influx, and more so for years after 2011 when net influx decreased to low or negative values. We estimated vaccination rate (blue line) by combining coverage of 2-dose measles vaccine and vaccine efficacy (90% and 95% for 1- and 2-doses, respectively; see details in Section 2.1 of Supplementary Materials).
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Fig S3. Comparing migrant-related hypotheses based on distributions of log-likelihood. We formulated four sets of migrant-related hypotheses (increased migrant mixing, seeding intensity, higher migrant susceptibility, and timing of migrant influx; corresponding to the 1st, 2nd, 3rd, and 4th terms in y-axis), and tested all combinations of the four sets (n=81, i.e., the number of boxplots). For each model (or hypothesis combination), we conducted 100 model inference runs using a model-filter system, and show the distribution of log-likelihood using boxplots (whiskers = 95% interval, box edges = Interquartile range, and thick middle bar = median). For infant-related hypotheses, all models tested here assumed Imm180 and InfantMixBase as baseline scenarios. See Table 1 for a summary of all hypotheses.
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Fig S4. Comparing migrant-related hypotheses based on medians of RMSE (age 15-50). We formulated four sets of migrant-related hypotheses (increased migrant mixing [MigMixBase/MigMixMedium/MigMixHigh], seeding intensity [BaseSeed/MediumSeed/StrongSeed], higher migrant susceptibility [MigSusBase/MigSusMedium/MigSusHigh], and timing of migrant influx [MigConst/MigLNY12/MigLNY4]), and tested all combinations of the four sets (n=81, i.e., the number of cells in the Fig). For each model (or hypothesis combination), we conducted 100 model inference runs using a model-filter system, and show the median of the 100 RMSEs (age 15-50) in red. For infant-related hypotheses, all models tested here assumed Imm180 and InfantMixBase as baseline scenarios. See Table 1 for a summary of all hypotheses. 
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Fig S5. Comparing migrant-related hypotheses based on distributions of RMSE. We formulated four sets of migrant-related hypotheses (increased migrant mixing, seeding intensity, higher migrant susceptibility, and timing of migrant influx; corresponding to the 1st, 2nd, 3rd, and 4th terms in y-axis), and tested all combinations of the four sets (n=81, i.e., the number of rows of boxplots). For each model (or hypothesis combination), we conducted 100 model inference runs using a model-filter system, and show the distribution of RMSE using boxplots (whiskers = 95% interval, box edges = Interquartile range, and thick middle bar = median). For infant-related hypotheses, all models tested here assumed Imm180 and InfantMixBase as baseline scenarios. See Table 1 for a summary of all hypotheses.
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Fig S6. Comparing migrant influx timing hypotheses based on out-of-fit prediction by year. For the other migrant-related hypothesis settings, the three models assumed MigMixBase, BaseSeed, and MigSusHigh, because the comparison based on model fit identified this combination as the most plausible scenario. For infant-related hypotheses, the three models assumed Imm180 and InfantMixBase as baseline scenarios. See Table 1 for a summary of all hypotheses. The red asterisks represent reported measles cases for each year during 2015-2019. The boxplots represent the predicted yearly measles cases by the model replicates (8000 particles × 100 runs). The whiskers, box edges, and thick horizontal segment in the middle represent the 2.5th (or 97.5th) percentile, interquartile range, and median, respectively.
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Fig S7. Comparing migrant influx timing hypotheses based on out-of-fit prediction by age and week. For the other migrant-related hypothesis settings, the three models assumed MigMixBase, BaseSeed, and MigSusHigh, because the comparison based on model fit identified this combination as the most plausible scenario. For infant-related hypotheses, the three models assumed Imm180 and InfantMixBase as baseline scenarios. See Table 1 for a summary of all hypotheses. The red dots represent reported measles cases for each week during 2015-2016; blue lines show the median of predicted cases; surrounding darker blue areas indicate interquartile range and lighter blue areas indicate 2.5 to 97.5 percentiles. 
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Fig S8. Comparing infant-related hypotheses based on distributions of log-likelihood and RMSE. We formulated two sets of infant-related hypotheses (increased infant mixing and duration of maternal immunity; corresponding to the 1st and 2nd terms in y-axis), and tested all combinations of the 2 sets (n=9, i.e., the number of rows of boxplots in each panel). For each model (or hypothesis combination), we conducted 100 model inference runs using a model-filter system, and show the distribution of log-likelihood (in A) and RMSE (in B) using boxplots (whiskers = 95% interval, box edges = Interquartile range, and thick middle bar = median). For migrant-related hypotheses, all models tested here assumed MigMixBase, BaseSeed, MigLNY4, and MigSusHigh, because the previous comparison step identified this combination as one of the most plausible scenarios. See Table 1 for a summary of all hypotheses. 
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Fig S9. Comparing infant-related hypotheses based on out-of-fit prediction by year. For migrant-related hypotheses, all models tested here assumed MigMixBase, BaseSeed, MigLNY4, and MigSusHigh, because the previous comparison step identified this combination as one of the most plausible scenarios. See Table 1 for a summary of all hypotheses. The red asterisks represent reported measles cases for each year during 2015-2019. The boxplots represent the predicted yearly measles cases by the model replicates (8000 particles × 100 runs). The whiskers, box edges, and thick horizontal segment in the middle represent the 2.5th (or 97.5th) percentile, interquartile range, and median, respectively.
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Fig S10. Comparing infant-related hypotheses based on out-of-fit prediction by age and week. For migrant-related hypotheses, all models tested here assumed MigMixBase, BaseSeed, MigLNY4, and MigSusHigh, because the previous comparison step identified this combination as one of the most plausible scenarios. See Table 1 for a summary of all hypotheses. The red dots represent reported measles cases for each week during 2015-2016; blue lines show the median of predicted cases; surrounding darker blue areas indicate interquartile range and lighter blue areas indicate 2.5 to 97.5 percentiles.
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Fig S11. Comparing hypotheses based on distributions of log-likelihood (sensitivity analysis with smaller observational error). The upper and lower panels were the same with Figs S3 and S8A, respectively, except that we used smaller observational errors in model inference and tested fewer combinations of hypotheses. 
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Fig S12. Estimates of model parameters. The model assumed MigSusHigh, BaseSeed, MigLNY4, MigMixBase, Imm180, and InfantMixBase (see Table 1 for a summary of all hypotheses). Blue lines and surrounding regions show the means and 50% and 95% credible intervals of estimates.  represents basic reproductive number; , duration of the exposed state; , duration of the infectious state;  and , mixing parameters;  and , amplitudes of school term forcing and sinusoidal seasonal forcing, respectively; , the day of a year when the sinusoidal forcing reaches the maximum; , reporting rate in measles surveillance;  (), relative transmission rates.




[image: ]
Fig S13. Using contact data from the literature to inform the priors of  to . In our model,  parameters (see A) govern mixing among age groups. Because we estimated the magnitude of  to  relative to , we divided all  parameters by , thus setting  to 1. Based on the contact data generated by Mistry et al., we derived a contact matrix (see B), with each element representing the contact rate between two age groups. To match the Mistry’s matrix (B) with our matrix (A), we divided the Mistry’s matrix by the element on Row 1 and Column 1, and used these scaled elements (see C) to inform the priors used. 
image6.png
Measles cases per year

0

4000

2000

MigConst

%%£;4

- r _r _r T T
NI LA

2000 4000

0

MigLNY12

$%£¢4

- r _r _r T T
W0 g T o e

Year

2000 4000

0

MigLNY4

2\

2®

oo\

®

°





image7.png
Measles cases per week

80
60
40
20

20
15
10

200
150
100
50
0

7.5

5.0

25

0.0

300
200
100
0

o

A_)L_

10‘5

MigConst

A_a

O o0l
W s

0S< 9By 05-G1 oby y1-1 oby 1> aby

sobe ||y

150
100
50

200
100
0

oo

5

MigLNY12

ot
2V N

0S< 9By 05-G1 oby y1-1 oby 1> aby

sobe ||y

S\ 19\6'01 o o

150

MigLNY4

100
50 A A
0 3

oo

5

.
W

N
o

&St

0S< 9By 05-G1 oby y1-1 oby 1> aby

sobe ||y

oo A1 o




image8.png
A

InfantMixHigh
InfantMixHigh
InfantMixHigh
InfantMixMedium
InfantMixMedium
InfantMixMedium
InfantMixBase
InfantMixBase
InfantMixBase

InfantMixHigh
InfantMixHigh
InfantMixHigh
InfantMixMedium
InfantMixMedium
InfantMixMedium
InfantMixBase
InfantMixBase
InfantMixBase

Imm120 < R s B R e
Imm150 — 1
Imm180 - I T e
Imm120 —_— 1
Imm150 - T
Imm180 I I
Imm120 — 1
Imm150 1 -
Imm180 - 1 -
-72‘00 -71‘80 -71‘60
Distribution of log-likelihood
Age<1 Age 1-14 Age 15-50 Age>50

Imm1204 —{ ]} {11 —{ 1 L —-
Imm1504 — [ 1 I —A L ||t
Imm1804 —— [ +— — I 4L+ ||l
Imm120 4 —{ [ — — [ —{ 1 —A[—-
Imm1504  — [ +— —AL— —AL— || 11—
Imm1804 —{ T 1 | {[1 — L
Imm1204 —{ [ F— —{ L — —I[+— |
Imm150 - {1} {L— —AL — || 1=
imm1804  —— [ ——| | — T[1— — [ — —HI

Q6 2 e P @ ® A% a® ORIV NN

Distribution of RMSE





image9.png
Measles cases per year

0

Measles cases per year

0

4000

2000

4000

2000

Imm180 & InfantMixBase

T T T T T
WO o et ® o

Imm180 & InfantMixMedium

2\

2®

oo\

®

L

°

4000

2000

0

2000 4000

0

Imm150 & InfantMixBase

:$$££¢

T T T T T
W0 0 o pe® e

Year

Imm180 & InfantMixHigh

'%$ L

- r __r T ____r T
WO ot ge® g

Year

4000

2000

0

Imm120 & InfantMixBase

-+

T T T T T
W0 0 o pe® e





image10.png
Imm180 & InfantMixBase

>
40 &
20 A
0 ,

&
X @
[ -
® n
3 IS

[}
Q >
» «Q
I (o)
@ o
o (42
17,) o

<
g Z
@
= v
a
o
200 4 P
. (g)
100 A ‘ =
2]

0

B VAR

Imm180 & InfantMixMedium

60
40
20

0

1> aby

15

10 4
5 ‘A 2, "-
0 o

oo

Measles cases per week
[eNeoNe]
0s<8by 056Gl eby L-l 8By

Y

sebe ||y

B I

Imm150 & InfantMixBase

>
40 ®
20 A

0
15 z
10 ®
5 N
0 e
150 c§
100 i
50 &
0 o
75 2
5.0 °
25 a
o

0.0
200 P
8
100 2
(2]

5500 o et S

Imm180 & InfantMixHigh

60
40
20 A a

o ™

15

10

5 2
0 -
200

150 *
100

50
0

1> aby

75
5.0
25
0.0
300
200
100

0
3 1 ) i1 )
,LQ'\’J‘Q ,LQ\E‘Q ,LQ'\B‘“ 79\6‘0 oV o

05<9by  056-GL 9By |-} aby

sabe ||y

80
60
40
20

15
10

200
150
100

10.0

Imm120 & InfantMixBase

15
Q" .

1> aby

05-GlL 8By  pL-| 8By

0G< aby

sabe ||y




image11.png
MigMixHigh StrongSeed MigSusBase
MigMixHigh StrongSeed MigSusBase
MigMixHigh StrongSeed MigSusHigh
MigMixHigh StrongSeed MigSusHigh
MigMixHigh BaseSeed MigSusBase
MigMixHigh BaseSeed MigSusBase
MigMixHigh BaseSeed MigSusHigh
MigMixHigh BaseSeed MigSusHigh
MigMixBase StrongSeed MigSusBase
MigMixBase StrongSeed MigSusBase
MigMixBase StrongSeed MigSusHigh
MigMixBase StrongSeed MigSusHigh
MigMixBase BaseSeed MigSusBase
MigMixBase BaseSeed MigSusBase
MigMixBase BaseSeed MigSusHigh
MigMixBase BaseSeed MigSusHigh

InfantMixHigh
InfantMixHigh
InfantMixHigh
InfantMixBase
InfantMixBase
InfantMixBase

Step 1: Comparing migrant-related hypotheses

MigConst - — 1T -

MigLNY4 < —) T +——-"

MigConsty ————— X [ }——

MigtNY44  ——— [ F———

MigConst - —{ I

MigLNY4 = —) 1T -

MigConst - —{ 1

MigLNY4 4 — 1T

MigConst - — 1T +—

MigLNY4 = — T

MigConst - — 1 1

MigLNY4 - — I

MigConst o 11

MigLNY4 = — T

MigConst o — 1T+

MigLNY4 - e
-7000 -6800 -6600

Distribution of log-likelihood

Step 2: Comparing infant-related hypotheses

Imm120 — 1 "
Imm150y —— [  +——
Imm180 —_— L 1
Imm120 ————— 1
Imm150 —_— 1
Imm180 i — 1
-6700 -6650 -6600 -6550

Distribution of log-likelihood




image12.png
10

20.0 90 oe
175 8.5 '
> R 50
@ 150 = 80 -7
125 75 45
40
2006 2008 2010 2012 2014 2006 2008 2010 2012 2014 2006 2008 2010 2012 2014
1.00 1.00 1.0
0.98 0.95 09
= 0.96 o -
0.94 07
0.92 0.85
2006 2008 2010 2012 2014 2006 2008 2010 2012 2014 2006 2008 2010 2012 2014
1.0 50
40 0.8
i .
§ 0.8 - 30 -
g 06
Q 06 20
0.4

2006 2008 2010 2012 2014 2006 2008 2010 2012 2014 2006 2008 2010 2012 2014

60
60

« 40

20 20

1
[

2006 2008 2010 2012 2014 2006 2008 2010 2012 2014 2006 2008 2010 2012 2014

2006 2008 2010 2012 2014 2006 2008 2010 2012 2014




image13.png
<1 1-14 15-50 >50

B

Age

>504 2.57e-07 | 2.49e-07 | 3.95e-07 | 5.95e-07
15-50 4 4.00e-07 | 4.94e-07 | 7.30e-07 | 3.95e-07
1-14 1 2.46e-07 | 3.97e-06 | 4.94e-07 | 2.49e-07
<14 2.77e-07 | 2.46e-07 | 4.00e-07 | 2.57e-07
<1 1-14 15-50 >50
Age

<1 1-14 15-50 >50




image1.png
vi(t)

Aiq/p(t)

{OH0) MO A(OR) (O ()

hi(t) di1(t)SiLv (A2




image2.png
Estimated vaccination rate

o
S ® o2 ¥ 2 ¥ 8 2 8 ¥
o o o o o o o o o o
— [+ @ ~ © v < [32) N ~—
IQJN
(@2
AHV
&
Z,
@
[ I
Q.
A.V
-9,
Z,
[ -
l/ﬂ.\
%
.
Z,
Q.
A‘V
l%\
(22
A.V
7
Q.
A‘V
Lz
Z,
@
F O,
Z,
Q.
AAV
&
(@)
%
F <7
[
(22
A‘U
F &
(&)
(@2
A‘U
o o o o o
o o o o
o o o o
o o o o
o [te} (=] w
o N~ v N

Xnjjul juelbiw JaN




image3.png
MigMixHigh StrongSeed MigSusBase MigConst <
MigMixHigh StrongSeed MigSusBase MigLNY12 o
MigMixHigh StrongSeed MigSusBase MigLNY4 =
MigMixHigh StrongSeed MigSusMedium MigConst =
MigMixHigh StrongSeed MigSusMedium MigLNY12 <
MigMixHigh StrongSeed MigSusMedium MigLNY4 =
MigMixHigh StrongSeed MigSusHigh MigConst =
MigMixHigh StrongSeed MigSusHigh MigLNY12 =
MigMixHigh StrongSeed MigSusHigh MigLNY4 o
MigMixHigh MediumSeed MigSusBase MigConst =
MigMixHigh MediumSeed MigSusBase MigLNY12 <
MigMixHigh MediumSeed MigSusBase MigLNY4 =
MigMixHigh MediumSeed MigSusMedium MigConst =
MigMixHigh MediumSeed MigSusMedium MigLNY12 <
MigMixHigh MediumSeed MigSusMedium MigLNY4 =
MigMixHigh MediumSeed MigSusHigh MigConst =
MigMixHigh MediumSeed MigSusHigh MigLNY12 =
MigMixHigh MediumSeed MigSusHigh MigLNY4 =
MigMixHigh BaseSeed MigSusBase MigConst o
MigMixHigh BaseSeed MigSusBase MigLNY12 =
MigMixHigh BaseSeed MigSusBase MigLNY4 =
MigMixHigh BaseSeed MigSusMedium MigConst =
MigMixHigh BaseSeed MigSusMedium MigLNY12 o
MigMixHigh BaseSeed MigSusMedium MigLNY4 =
MigMixHigh BaseSeed MigSusHigh MigConst =
MigMixHigh BaseSeed MigSusHigh MigLNY12 -
MigMixHigh BaseSeed MigSusHigh MigLNY4 =
MigMixMedium StrongSeed MigSusBase MigConst =
MigMixMedium StrongSeed MigSusBase MigLNY12 =
MigMixMedium StrongSeed MigSusBase MigLNY4 =
MigMixMedium StrongSeed MigSusMedium MigConst =
MigMixMedium StrongSeed MigSusMedium MigLNY12 =
MigMixMedium StrongSeed MigSusMedium MigLNY4 o
MigMixMedium StrongSeed MigSusHigh MigConst =
MigMixMedium StrongSeed MigSusHigh MigLNY12 =
MigMixMedium StrongSeed MigSusHigh MigLNY4
MigMixMedium MediumSeed MigSusBase MigConst =
MigMixMedium MediumSeed MigSusBase MigLNY12 =
MigMixMedium MediumSeed MigSusBase MigLNY4 =
MigMixMedium MediumSeed MigSusMedium MigConst
MigMixMedium MediumSeed MigSusMedium MigLNY12 =
MigMixMedium MediumSeed MigSusMedium MigLNY4 =
MigMixMedium MediumSeed MigSusHigh MigConst =
MigMixMedium MediumSeed MigSusHigh MigLNY12 4
MigMixMedium MediumSeed MigSusHigh MigLNY4 <
MigMixMedium BaseSeed MigSusBase MigConst =
MigMixMedium BaseSeed MigSusBase MigLNY12 =
MigMixMedium BaseSeed MigSusBase MigLNY4 =
MigMixMedium BaseSeed MigSusMedium MigConst =
MigMixMedium BaseSeed MigSusMedium MigLNY12 =
MigMixMedium BaseSeed MigSusMedium MigLNY4 =
MigMixMedium BaseSeed MigSusHigh MigConst =
MigMixMedium BaseSeed MigSusHigh MigLNY12 <
MigMixMedium BaseSeed MigSusHigh MigLNY4 o
MigMixBase StrongSeed MigSusBase MigConst =
MigMixBase StrongSeed MigSusBase MigLNY12 =
MigMixBase StrongSeed MigSusBase MigLNY4
MigMixBase StrongSeed MigSusMedium MigConst =
MigMixBase StrongSeed MigSusMedium MigLNY12 =
MigMixBase StrongSeed MigSusMedium MigLNY4 =
MigMixBase StrongSeed MigSusHigh MigConst
MigMixBase StrongSeed MigSusHigh MigLNY12 <
MigMixBase StrongSeed MigSusHigh MigLNY4 =
MigMixBase MediumSeed MigSusBase MigConst =
MigMixBase MediumSeed MigSusBase MigLNY12 =
MigMixBase MediumSeed MigSusBase MigLNY4 =
MigMixBase MediumSeed MigSusMedium MigConst =
MigMixBase MediumSeed MigSusMedium MigLNY12 =
MigMixBase MediumSeed MigSusMedium MigLNY4 =
MigMixBase MediumSeed MigSusHigh MigConst =
MigMixBase MediumSeed MigSusHigh MigLNY12 o
MigMixBase MediumSeed MigSusHigh MigLNY4 =
MigMixBase BaseSeed MigSusBase MigConst =
MigMixBase BaseSeed MigSusBase MigLNY12
MigMixBase BaseSeed MigSusBase MigLNY4
MigMixBase BaseSeed MigSusMedium MigConst =
MigMixBase BaseSeed MigSusMedium MigLNY12 =
MigMixBase BaseSeed MigSusMedium MigLNY4
MigMixBase BaseSeed MigSusHigh MigConst =
MigMixBase BaseSeed MigSusHigh MigLNY12 <

MigMixBase BaseSeed MigSusHigh MigLNY4

-7400

7300 7200
Distribution of log-likelihood





image4.png
Median of RMSE (age 15-50)

S -SCN 9.7 9.73 9.36 9.32 9.67 10.4 10.32 9.93
pomerion 4 9.48 9.16 9.27 8.95 - 9.44 9.35 9.41

Migvitioh S 8.91 9.72 _ 9.31 8.98 9.24

M rongsced TINIO2 9.8 9.89 9.8 9.71 9.5 9.91 10.03 9.91
MATI T 9.14 9.31 9.48 9.1 8.98 9.16 9.41 9.55 9.53

MigMixMedium
BaseSeed

MigMixBase
StrongSeed

MigMixBase
MediumSeed

MigMixBase
BaseSeed

MigSusHigh MigSusHigh MigSusHigh  MigSusMedium MigSusMedium MigSusMedium MigSusBase MigSusBase MigSusBase
MigLNY4 MigLNY12 MigConst MigLNY4 MigLNY12 MigConst MigLNY4 MigLNY12 MigConst





image5.png
Age<1 Age 1-14 Age 15-50 Age>50

MigMixHigh StrongSeed MigSusBase MigCons
MigMixHigh StrongSeed MigSusBase MigLNY12
MigMixHigh StrongSeed MigSusBase MigLNY4
MigMixHigh StrongSeed MigSusMedium MigCons
MigMixHigh StrongSeed MigSusMedium MigLNY12
MigMixHigh StrongSeed MigSusMedium MigLNY4
MigMixHigh StrongSeed MigSusHigh MigCons
MigMixHigh StrongSeed MigSusHigh MigLNY12
MigMixHigh StrongSeed MigSusHigh MigLNY4
MigMixHigh MediumSeed MigSusBase MigCons!
MigMixHigh MediumSeed MigSusBase MigLNY12
MigMixHigh MediumSeed MigSusBase MigLNY4
MigMixHigh MediumSeed MigSusMedium MigCons
MigMixHigh MediumSeed MigSusMedium MigLNY12
MigMixHigh MediumSeed MigSusMedium MigLNY4
MigMixHigh MediumSeed MigSusHigh MigCons!
MigMixHigh MediumSeed MigSusHigh MigLNY12
MigMixHigh MediumSeed MigSusHigh MigLNY4
MigMixHigh BaseSeed MigSusBase MigCons
MigMixHigh BaseSeed MigSusBase MigLNY12
MigMixHigh BaseSeed MigSusBase MigLNY4
MigMixHigh BaseSeed MigSusMedium MigCons!
MigMixHigh BaseSeed MigSusMedium MigLNY12
MigMixHigh BaseSeed MigSusMedium MigLNY4
MigMixHigh BaseSeed MigSusHigh MigCons
MigMixHigh BaseSeed MigSusHigh MigLNY12
MigMixHigh BaseSeed MigSusHigh MigLNY4
MigMixMedium StrongSeed MigSusBase MigCons
MigMixMedium StrongSeed MigSusBase MigLNY12
MigMixMedium StrongSeed MigSusBase MigLNY4
MigMixMedium StrongSeed MigSusMedium MigCons
MigMixMedium StrongSeed MigSusMedium MigLNY12
MigMixMedium StrongSeed MigSusMedium MigLNY4
MigMixMedium StrongSeed MigSusHigh MigCons
MigMixMedium StrongSeed MigSusHigh MigLNY12
MigMixMedium StrongSeed MigSusHigh MigLNY4
MigMixMedium MediumSeed MigSusBase MigCons
MigMixMedium MediumSeed MigSusBase MigLNY12
MigMixMedium MediumSeed MigSusBase MigLNY4
MigMixMedium MediumSeed MigSusMedium MigCons!
MigMixMedium MediumSeed MigSusMedium MigLNY12
MigMixMedium MediumSeed MigSusMedium MigLNY4
MigMixMedium MediumSeed MigSusHigh MigCons
MigMixMedium MediumSeed MigSusHigh MigLNY12
MigMixMedium MediumSeed MigSusHigh MigLNY4
MigMixMedium BaseSeed MigSusBase MigCons
MigMixMedium BaseSeed MigSusBase MigLNY12
MigMixMedium BaseSeed MigSusBase MigLNY4
MigMixMedium BaseSeed MigSusMedium MigCons
MigMixMedium BaseSeed MigSusMedium MigLNY12
MigMixMedium BaseSeed MigSusMedium MigLNY4
MigMixMedium BaseSeed MigSusHigh MigCons!
MigMixMedium BaseSeed MigSusHigh MigLNY12
MigMixMedium BaseSeed MigSusHigh MigLNY4
MigMixBase StrongSeed MigSusBase MigCons
MigMixBase StrongSeed MigSusBase MigLNY12
MigMixBase StrongSeed MigSusBase MigLNY4
MigMixBase StrongSeed MigSusMedium MigCons
MigMixBase StrongSeed MigSusMedium MigLNY12
MigMixBase StrongSeed MigSusMedium MigLNY4
MigMixBase StrongSeed MigSusHigh MigConsi
MigMixBase StrongSeed MigSusHigh MigLNY12
MigMixBase StrongSeed MigSusHigh MigLNY4
MigMixBase MediumSeed MigSusBase MigCons
MigMixBase MediumSeed MigSusBase MigLNY12
MigMixBase MediumSeed MigSusBase MigLNY4
MigMixBase MediumSeed MigSusMedium MigCons

N
$é¢¢¢%?$#%-$¢¢-$%ﬁ%%#%%fﬁﬁ?ﬁ?ﬁ%%ﬁ?ﬁﬁﬁﬁﬁ???ﬁ%ﬁ%ﬁﬁﬁﬁ%ﬁﬁﬁ

¢¢¢¢¢¢¢¢$¢*$¢*¢$$¢$?$?$*$$$%???ﬁﬁ%$$$$Q$$$H?é%$$$$$?@??%$$?$$$$$$$$$$H$$$$$$$$$$$

MigMixBase MediumSeed MigSusMedium MigLNY12 —_I+—
MigMixBase MediumSeed MigSusMedium MigLNY4 —I—
MigMixBase MediumSeed MigSusHigh MigCons 13—
MigMixBase MediumSeed MigSusHigh MigLNY12 —T+—
MigMixBase MediumSeed MigSusHigh MigLNY4 -T—
MigMixBase BaseSeed MigSusBase MigCons! 1+
MigMixBase BaseSeed MigSusBase MigLNY12 —T}+—
MigMixBase BaseSeed MigSusBase MigLNY4 1T
MigMixBase BaseSeed MigSusMedium MigCons I
MigMixBase BaseSeed MigSusMedium MigLNY12 —_{—
MigMixBase BaseSeed MigSusMedium MigLNY4 11—
MigMixBase BaseSeed MigSusHigh MigCons —[D—
MigMixBase BaseSeed MigSusHigh MigLNY12 11—
MigMixBase BaseSeed MigSusHigh MigLNY4 11—
T T T T T T T T T T T T T T LI
© A2 900800 10 (D g® S WO WP P of

o

istribution of RMSE




