SUPPLEMENTARY DATA


The variables, Total SCFA (figure 1), sMCT1 and MCT 1 expressions (figure 2) are represented with an ANOVA model: Yijk = µij  + Eijk where
i(diet)=1,2 (1=L25, 2=S25)
j(time point from diet ingestion)=1,…,6 (1=0h, 2=2h, 3=4h, 4=6h, 5=8h, 6=13h)
k(rat)= 1,…,6.
µij  is the mean of variable Y for diet i and time j 
Eijk is the residual associated to diet i and time j for sacrificed rat k

Differences between µij were compared using a Student’s test for unpaired data. Tests were declared significant at level 5%.


Total SCFA (Figure 1)

A. In caecum (µmol in the whole content)

	Time (hours)
	L25 (µ ± SEM)
	S25 (µ ± SEM)
	p

	0
	0 ± 32.4
	0 ± 32.4
	1

	2
	25.7 ± 32.4
	30.0 ± 32.4
	0.58

	4
	77.3 ± 32.4
	55.2 ± 32.4
	0.19

	6
	119.0 ± 32.4
	68.8 ± 32.4
	0.004

	8
	86. 4 ± 32.4
	69.7 ± 32.4
	0.32

	13
	71.4 ± 32.4
	38.2 ± 32.4
	0.009



B. In colon (µmol in the whole content)

	Time (hours)
	L25 (µ ± SEM)
	S25 (µ ± SEM)
	p

	0
	0 ± 16.1
	0 ± 16.1
	1

	2
	2.0 ± 16.1
	3.5 ± 16.1
	0.44

	4
	25.9 ± 16.1
	17.3 ± 16.1
	0.33

	6
	15.8 ± 16.1
	4.6 ± 16.1
	0.16

	8
	5.5 ± 16.1
	1.2 ± 16.1
	0.78

	13
	9.4 ± 16.1
	1.2 ± 16.1
	0.62



C. In portal blood (mmol/ L)

	Time (hours)
	L25 (µ ± SEM)
	S25 (µ ± SEM)
	p

	0
	0 ± 6.2
	0 ± 6.2
	1

	2
	6.9 ± 6.2
	12.1 ± 6.2
	0.13

	4
	12. 3 ± 6.2
	24.0 ± 6.2
	0.009

	6
	30.6 ± 6.2
	12.8 ± 6.2
	< 0.001

	8
	13.4 ± 6.2
	2.3 ± 6.2
	0.87

	13
	6.2 ± 6.2
	3.0 ± 6.2
	0.35



 sMCT1 and MCT1 expressions (Figure 2) 

A. sMCT1 (relative expression mRNA sMCT1/ mRNA RPL13A in AU)

	Time (hours)
	L25 (µ ± SEM)
	S25 (µ ± SEM)
	p

	4
	1.1 ± 0.3
	1.1 ± 0.3
	1

	6
	2.1 ± 0.3
	0.9 ± 0.3
	0.026

	8
	2.4 ± 0.3
	1.1 ± 0.3
	0.049



B. MCT1 (relative expression mRNA MCT1/ mRNA RPL13A in AU)

	Time (hours)
	L25 (µ ± SEM)
	S25 (µ ± SEM)
	p

	4
	0.9 ± 0.3
	0.9 ± 0.3
	1

	6
	1.4 ± 0.3
	1.1 ± 0.3
	0.38

	8
	1.7 ± 0.3
	1.1 ± 0.3
	0.38



	
