Supplementary Table S1. Composition of the test diets (g/kg, dwb) 

	Diet ingredient
	Control

80 g/kg(
	50Hadm

50 g/kg(
13 g/kg†
	Hadm

80 g/kg(
20 g/kg†
	SW

80 g/kg(
25 g/kg†

	
	Low fat
	High fat
	Low fat
	High fat
	Low fat
	High fat
	Low fat
	High fat

	Basal mixture‡
	330
	330
	330
	330
	330
	330
	330
	330

	Butter§
	    0
	180
	    0
	180
	    0
	180
	    0
	180

	Cholesterolǁ
	    0
	  10
	    0
	  10
	    0
	  10
	    0
	  10

	MCC
	  80
	  80
	    0
	    0
	    0
	    0
	    0
	    0

	Hadm
	    0
	    0
	299
	299
	481
	481
	    0
	    0

	SW
	    0
	    0
	    0
	    0
	    0
	    0
	299
	299

	Wheat starch¶
	590
	400
	371
	181
	190
	    0
	371
	181


MCC, microcrystalline cellulose (FMC BioPolymer, Philadelphia, USA)
(Total dietary fibre content in the diet.

†Beta-glucan content in the diet.

‡Containing (g/kg): 364 casein (Sigma Aldrich, St. Louis, MO, USA), 152 maize oil (ICA AB, Solna, Sweden), 4 DL-methionine (Sigma Aldrich, St. Louis, MO, USA), 304 sucrose (Nordic Sugar, Copenhagen, Denmark),  24 vitamin mixture((, 6 choline chloride (Sigma Aldrich, St. Louis, MO, USA), 146 mineral mixture(((.

§Skånemejerier, Malmö, Sweden.

ǁSigma Aldrich, St. Louis, MO, USA

¶Norfoods Sweden AB, Malmö, Sweden, varied according to the MCC or barley content of the test materials.

((Containing (g/kg): 0.62 menadione, 2.5 thiamin hydrochloride, 2.5 riboflavin, 1.25 pyridoxine hydrochloride, 6.25 calcium pantothenate, 6.25 nicotinic acid, 0.25 folic acid, 12.5 inositol, 1.25 p-aminobenzoic acid, 0.05 biotin, 0.00375 cyanocobalamin, 0.187 retinol palmitate, 0.00613 calciferol, 25 d-α-tocopheryl acetate, 941.25 maize starch (Lantmännen, Stockholm, Sweden) 
(((Containing (g/kg): 0.37 CuSO4·5H2O, 1.4 ZnSO4·7H2O, 332.1 KH2PO4, 171.8 NaH2PO4·2H2O, 324.4 CaCO3, 0.068 KI, 57.2 MgSO4, 7.7 FeSO4·7H2O, 3.4 MnSO4·H2O, 0.02 CoCl·6H2O, 101.7 NaCl, 0.019 chromium(III)chloride and 0.011 sodium selenite.
Supplementary Table S2. Primers used in SYBR green qPCR for bacterial quantification.

	Target bacterial group
	Primer name
	Sequence (5’→3’)
	Amplicon size (bp)
	Annealing temp. (°C)
	Reference

	Total bacteria
	Tot-F
	GCAGGCCTAACACATGCAAGTC
	292
	60
	(65)

	
	Tot-R
	CTGCTGCCTCCCGTAGGAGT
	
	
	

	Lactobacillus
	Lacto-16S-F
	GGAATCTTCCACAATGGACG
	217
	56
	(66)

	
	Lacto-16S-R
	CGCTTTACGCCCAATAAATCCGG
	
	
	

	Bifidobacterium
	Bifid-F
	TCGCGTCY GTGTGAAAG
	243
	58
	(67)

	
	Bifid-R
	CCACATCCAGCRTCCAC
	
	
	

	Akkermansia 
	AM1-F
	CAGCACGTGAAGGTGGGGAC
	327
	60
	(68)

	
	AM2-R
	CCTTGCGGTTGGCTTCAGAT
	
	
	

	Clostridium leptum group
	sg-Clept-F
	GCACAAGCAGTGGAGT
	239
	50
	(69) 

	
	sg-Clept-R3
	CTTCCTCCGTTTTGTCAA
	
	
	

	Bacteroides fragilis group
	g-Bfra-F
	ATAGCCTTTCGAAAGRAAGAT
	501
	50
	(70)

	
	g-Bfra-R
	CCAGTATCAACTGCAATTTTA
	
	
	


1

