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Promotor [first exon]

GLUT4

chr12:54810360-54816580

AGCTGGAGGCGCAGGAGCTGCCGGAGACCGGAGAGAGGCGACTGGGGGTCTGTGGCCCCAGCCTGGCGGGCAGAAGGACACAGGGGCGACGGGGGTCCCGAAGC
SP1
GCAGTACGGAGGGCGGGCAGGGGCGGACCCACAGCCCACCAGCCGAGAGCGCCAGAGTGTCGCGTCCCAGGGAGGTGAAGAGGCCAGCCTCCAGGGAGAGAAGTC
-128

CCCGAGGAGAACCAGGCCGCGGCGCCCACGGCCTGCGCCTAGTGGACAAGAGCGGTAGGCCCGAGAGGGCGAAGCGCCCAAGGACGGGGACGACGCCTCCCGGGG
ACTCGACGGGCGAGAAGGGAAAGCCAGCCCACGCGAGCGGCCGGCGACGCAAGACCGAGAGAGCAGGATCGGCGAGAAACGAGAGCCAGGGAGCGGGGAGCAAG
GCCCGCAGAGCGCGGACGTTCGGCGTGGACGCGGGGGACGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAAGAAGACCTTAAAGGTCCCAACCCGTCCCCACACGGGGTTGCCCCGGGAACAGAAATTCGTTCC
CACCC-Binding
TAGCGGTCGGGTGTCTGGACTGGGTGTCTCTTTCCGAAAATCCTGGTCCGGGCTCTGCCTATTTGGTCCTTCCCTTACACCCGTGGCCCACGTTGGTTACTGGAGCGGC
ATE -661 -708 =717 -732

CCAGGGGACAGGTGGTCACACCAACCACGTCACCAGTCTTGAGGCCCTGAGTTGCCAAGAATGTGCTAGCCGCGTGGACGACTTGGGACACGCTCCCTGGAGGCCG

-763 GR -806 -826 -840

CTCTGGGTTTGAATCCCCAGCTAAATCCTGCCCAGGGAGGAGGGCACGACCTAGAGTTGGCATGTCCCGAGAGCAGCAGAACACTGGGTAGGGGAGCGCACGCGGC
-909 942

TGGGAAAACGGGCCTCGGAAGCGCGGTGCTGTAGTGCCATCTGGAGGGAGAGCGCGGATCCGCAGCGGATCGGGCCGAGGTGGTCTCCG
-956 -969
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