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Characterization of two unrelated satellite DNA families in the Colorado potato beetle Leptinotarsa decemlineata (Coleoptera, Chrysomelidae)
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Supplementary Fig.1. 

Electrophoretic separation of PCR products obtained by amplification of Leptinotarsa decemlineata genomic DNA using primers based in 240 bp-LEDE-I fragments. Amplification bands of about 150, 300, 450, and 600 bp in size are shown.
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Supplementary Fig.2. 

Curvature analysis in LEDE-I stDNA family. The curvature propensity and G+C content and 3D reconstruction of DNA molecule are shown; LEDE-I-D3 (a), LEDE-I-A4 (b), LEDE-I-19 (c), LEDE-I-A1 (d), LEDE-I-B4 (e), and LEDE-I-B5 sequence (f).
a) LEDE-I-D3
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b) LEDE-I-A4
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c) LEDE-I-19
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d) LEDE-I-A1
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e) LEDE-I-B4
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f) LEDE-I-B5
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Supplementary Fig.3. 

Electrophoretic separation on a 6% polyacrylamide gel of the LEDE-I-D3, -A4, -19, -A1, and - B5 (a) and LEDE-A1, -B5, and B-4 (b). In (a) the first line and the last one are the 100-bp ladder weight size marker, in (b) the first line and the fourth one is also the 100-bp ladder size marker, respectively. The real size of the analyzed fragments is indicated by numbers in brackets. The numbers on the right indicate the size of DNA fragments in bp.
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Supplementary Fig.4. 

Curvature analysis in LEDE-II satellite DNA family. The curvature propensity and G+C content and 3D reconstruction of DNA molecule are shown. (a) LEDE-II-8 sequence. (b) LEDE-II-18 sequence. (c) Electrophoretic separation on a 6% polyacrylamide gel of the same repeats. The first line and the last one are the 100-bp ladder size marker. The real size of the analyzed fragments is indicated by numbers in brackets. The numbers on the right indicate the size of DNA fragments in bp.
a) LEDE-II-8

[image: image9.jpg]Fredicted curwvature [degrees<168.5 bp helical turnl

LEDE-2

T T T
Fredicted curwvature
G+C content

cH

48 (=] =35 168 1z8

Segquence

148 1a8 158

@.1
cBE

G+C contentlper centl

Jmol




b) LEDE-II-18
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c)
Supplementary Fig.5. 

 In situ hybridization of mitotic chromosomes using both stDNAs as probes. (a) In situ hybridization with LEDE-I as probe labeled with digoxigenin and chromosomes stained with Giemsa. (b) FISH with LEDE-II as probe. (c) The image shown in (a) has been inverted. (d) Assembly of (a) and (c) images showing both hybridization signals in the same image. Bar = 5 μm.
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