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Supplementary table S1: Life table from the 2012 cohort at site DEV, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).
	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	72
	8
	1.000
	0.111
	
	
	L1
	8
	Host tree resistance
	0.111
	0.111
	0.111

	L2
	64
	2
	0.889
	0.031
	
	
	L2
	2
	Host tree resistance
	0.031
	0.031
	0.028

	L3
	62
	0
	0.861
	0.000
	
	
	
	
	
	
	Sum q
	0.139

	L4
	62
	0
	0.861
	0.000
	
	
	
	
	
	
	
	

	OW
	62
	0
	0.861
	0.000
	51.835
	44.636
	
	
	
	
	
	


Supplementary table S2: Life table from the 2012 cohort at site GAL, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	93
	8
	1.000
	0.086
	
	
	L1
	8
	Host tree resistance
	0.086
	0.086
	0.086

	L2
	85
	2
	0.914
	0.024
	
	
	L2
	2
	Host tree resistance
	0.024
	0.024
	0.022

	L3
	83
	6
	0.892
	0.072
	
	
	L3
	4
	Host tree resistance
	0.072
	0.048
	0.043

	L4
	77
	23
	0.828
	0.299
	
	
	L3
	1
	Undetermined disease
	
	0.012
	0.011

	OW
	54
	12
	0.581
	0.222
	51.835
	23.409
	L3
	1
	Parasitized
	
	0.012
	0.011

	
	
	
	
	
	
	
	L4
	1
	Host tree resistance
	0.299
	0.013
	0.011

	
	
	
	
	
	
	
	L4
	1
	Host tree resistance
	
	0.013
	0.011

	
	
	
	
	
	
	
	L4
	4
	Parasitized
	
	0.052
	0.043

	
	
	
	
	
	
	
	L4
	17
	Predation
	
	0.221
	0.183

	
	
	
	
	
	
	
	OW
	12
	Predation
	0.222
	0.222
	0.129

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.548


Supplementary table S3: Life table from the 2012 cohort at site GAR, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	86
	11
	1.000
	0.128
	
	
	L1
	11
	Host tree resistance
	0.128
	0.128
	0.128

	L2
	75
	6
	0.872
	0.080
	
	
	L2
	6
	Host tree resistance
	0.080
	0.080
	0.070

	L3
	69
	0
	0.802
	0.000
	
	
	L4
	1
	Parasitized
	0.014
	0.014
	0.012

	L4
	69
	1
	0.802
	0.014
	
	
	
	
	
	
	Sum q
	0.209

	OW
	68
	0
	0.791
	0.000
	51.835
	40.986
	
	
	
	
	
	


Supplementary table S4: Life table from the 2012 cohort at site GRR, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	57
	45
	1.000
	0.789
	
	
	L1
	45
	Host tree resistance
	0.789
	0.789
	0.789

	L2
	12
	10
	0.211
	0.833
	
	
	L2
	10
	Host tree resistance
	0.833
	0.833
	0.175

	L3
	2
	0
	0.035
	0.000
	
	
	
	
	
	
	Sum q
	0.965

	L4
	2
	0
	0.035
	0.000
	
	
	
	
	
	
	
	

	OW
	2
	0
	0.035
	0.000
	51.835
	1.819
	
	
	
	
	
	


Supplementary table S5: Life table from the 2012 cohort at site MRD, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	61
	16
	1.000
	0.262
	
	
	L1
	16
	Host tree resistance
	0.262
	0.262
	0.262

	L2
	45
	6
	0.738
	0.133
	
	
	L2
	6
	Host tree resistance
	0.133
	0.133
	0.098

	L3
	39
	4
	0.639
	0.103
	
	
	L3
	4
	Host tree resistance
	0.103
	0.103
	0.066

	L4
	35
	0
	0.574
	0.000
	
	
	
	
	
	
	Sum q
	0.426

	OW
	35
	0
	0.574
	0.000
	51.835
	29.741
	
	
	
	
	
	


Supplementary table S6: Life table from the 2012 cohort at site OON, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	43
	0
	1.000
	0.000
	
	
	L2
	1
	Host tree resistance
	0.023
	0.023
	0.023

	L2
	43
	1
	1.000
	0.023
	
	
	
	
	
	
	Sum q
	0.023

	L3
	42
	0
	0.977
	0.000
	
	
	
	
	
	
	
	

	L4
	42
	0
	0.977
	0.000
	
	
	
	
	
	
	
	

	OW
	42
	0
	0.977
	0.000
	51.835
	50.630
	
	
	
	
	
	


Supplementary table S7: Life table from the 2012 cohort at site OOS, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	110
	1
	1.000
	0.009
	
	
	L1
	1
	Undetermined disease
	0.009
	0.009
	0.009

	L2
	109
	0
	0.991
	0.000
	
	
	L4
	1
	Undetermined disease
	0.055
	0.009
	0.009

	L3
	109
	0
	0.991
	0.000
	
	
	L4
	4
	Parasitized
	
	0.037
	0.036

	L4
	109
	6
	0.991
	0.055
	
	
	L4
	1
	Predation
	
	0.009
	0.009

	OW
	103
	22
	0.936
	0.214
	51.835
	38.169
	OW
	20
	Predation
	0.214
	0.194
	0.182

	
	
	
	
	
	
	
	OW
	2
	Parasitized
	
	0.019
	0.018

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.264


Supplementary table S8: Life table from the 2012 cohort at site PEN, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	82
	13
	1.000
	0.159
	
	
	L1
	13
	Host tree resistance
	0.159
	0.159
	0.159

	L2
	69
	9
	0.841
	0.130
	
	
	L2
	9
	Host tree resistance
	0.130
	0.130
	0.110

	L3
	60
	1
	0.732
	0.017
	
	
	L3
	1
	Host tree resistance
	0.017
	0.017
	0.012

	L4
	59
	0
	0.720
	0.000
	
	
	
	
	
	
	Sum q
	0.280

	OW
	59
	0
	0.720
	0.000
	51.835
	37.296
	
	
	
	
	
	


Supplementary table S9: Life table from the 2012 cohort at site PIS, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	63
	22
	1.000
	0.349
	
	
	L1
	22
	Host tree resistance
	0.349
	0.349
	0.349

	L2
	41
	3
	0.651
	0.073
	
	
	L2
	3
	Host tree resistance
	0.073
	0.073
	0.048

	L3
	38
	0
	0.603
	0.000
	
	
	
	
	
	
	Sum q
	0.397

	L4
	38
	0
	0.603
	0.000
	
	
	
	
	
	
	
	

	OW
	38
	0
	0.603
	0.000
	51.835
	31.266
	
	
	
	
	
	


Supplementary table S10: Life table from the 2012 cohort at site SHA, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	71
	12
	1.000
	0.169
	
	
	L1
	12
	Host tree resistance
	0.169
	0.169
	0.169

	L2
	59
	6
	0.831
	0.102
	
	
	L2
	6
	Host tree resistance
	0.102
	0.102
	0.085

	L3
	53
	1
	0.746
	0.019
	
	
	L3
	1
	Host tree resistance
	0.019
	0.019
	0.014

	L4
	52
	1
	0.732
	0.019
	
	
	L4
	1
	Parasitized
	0.019
	0.019
	0.014

	OW
	51
	0
	0.718
	0.000
	51.835
	37.234
	
	
	
	
	Sum q
	0.282


Supplementary table S11: Life table from the 2012 cohort at site TAY, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	70
	6
	1.000
	0.086
	
	
	L1
	6
	Host tree resistance
	0.086
	0.086
	0.086

	L2
	64
	3
	0.914
	0.047
	
	
	L2
	3
	Host tree resistance
	0.047
	0.047
	0.043

	L3
	61
	1
	0.871
	0.016
	
	
	L3
	1
	Host tree resistance
	0.016
	0.016
	0.014

	L4
	60
	0
	0.857
	0.000
	
	
	OW
	12
	Predation
	0.200
	0.200
	0.171

	OW
	60
	12
	0.857
	0.200
	51.835
	35.544
	
	
	
	
	Sum q
	0.314


Supplementary table S12: Life table from the 2012 cohort at site YOB, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	58
	32
	1.000
	0.552
	
	
	L1
	32
	Host tree resistance
	0.552
	0.552
	0.552

	L2
	26
	18
	0.448
	0.692
	
	
	L2
	18
	Host tree resistance
	0.692
	0.692
	0.310

	L3
	8
	0
	0.138
	0.000
	
	
	L4
	1
	Undetermined disease
	0.125
	0.125
	0.017

	L4
	8
	1
	0.138
	0.125
	
	
	
	
	
	
	Sum q
	0.879

	OW
	7
	0
	0.121
	0.000
	51.835
	6.256
	
	
	
	
	
	


Supplementary table S13: Life table from the 2013 cohort at site DEV, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	30
	27
	1.000
	0.900
	
	
	L1
	27
	Host tree resistance
	0.900
	0.900
	0.375

	L2
	3
	2
	0.042
	0.667
	
	
	L2
	2
	Host tree resistance
	0.667
	0.667
	0.028

	L3
	1
	0
	0.014
	0.000
	
	
	
	
	
	
	Sum q
	0.403

	L4
	1
	0
	0.014
	0.000
	
	
	
	
	
	
	
	

	OW
	1
	0
	0.014
	0.000
	51.835
	0.720
	
	
	
	
	
	


Supplementary table S14: Life table from the 2013 cohort at site GAL, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	49
	10
	1.000
	0.204
	
	
	L1
	10
	Host tree resistance
	0.204
	0.204
	0.108

	L2
	39
	5
	0.419
	0.128
	
	
	L2
	4
	Host tree resistance
	0.103
	0.047
	0.043

	L3
	34
	1
	0.366
	0.029
	
	
	L2
	1
	Undetermined disease
	
	0.012
	0.011

	L4
	33
	5
	0.355
	0.152
	
	
	L3
	1
	Undetermined disease
	0.029
	0.029
	0.011

	OW
	28
	3
	0.301
	0.107
	51.835
	13.934
	L4
	1
	Undetermined disease
	0.152
	0.013
	0.011

	
	
	
	
	
	
	
	L4
	3
	Parasitized
	
	0.039
	0.032

	
	
	
	
	
	
	
	L4
	1
	Predation
	
	0.013
	0.011

	
	
	
	
	
	
	
	OW
	2
	Predation
	0.107
	0.037
	0.022

	
	
	
	
	
	
	
	OW
	1
	Undetermined disease
	
	0.019
	0.011

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.490


Supplementary table S15: Life table from the 2013 cohort at site GAR, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	66
	10
	1.000
	0.152
	
	
	L1
	10
	Host tree resistance
	0.152
	0.152
	0.116

	L2
	56
	4
	0.651
	0.071
	
	
	L2
	4
	Host tree resistance
	0.071
	0.071
	0.047

	L3
	52
	0
	0.605
	0.000
	
	
	L4
	1
	Undetermined disease
	0.019
	0.019
	0.012

	L4
	52
	1
	0.605
	0.019
	
	
	OW
	2
	Undetermined disease
	0.059
	0.029
	0.023

	OW
	51
	3
	0.593
	0.059
	51.835
	28.931
	OW
	1
	Predation
	
	0.015
	0.012

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.209


Supplementary table S16: Life table from the 2013 cohort at site GRR, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	35
	35
	0.614
	1.000
	
	
	L1
	35
	Host tree resistance
	1.000
	1.000
	1.000

	L2
	0
	0
	0.000
	0.000
	
	
	
	
	
	
	Sum q
	1.000

	L3
	0
	0
	0.000
	0.000
	
	
	
	
	
	
	
	

	L4
	0
	0
	0.000
	0.000
	
	
	
	
	
	
	
	

	OW
	0
	0
	0.000
	0.000
	51.835
	0.000
	
	
	
	
	
	


Supplementary table S17: Life table from the 2013 cohort at site MRD, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	26
	14
	1.000
	0.538
	
	
	L1
	6
	Host tree resistance
	0.538
	0.098
	0.098

	L2
	12
	7
	0.197
	0.583
	
	
	L1
	8
	Undetermined disease
	
	0.131
	0.131

	L3
	5
	1
	0.082
	0.200
	
	
	L2
	2
	Host tree resistance
	0.583
	0.044
	0.033

	L4
	4
	0
	0.066
	0.000
	
	
	L2
	5
	Undetermined disease
	
	0.111
	0.082

	OW
	4
	0
	0.066
	0.000
	51.835
	3.399
	L3
	1
	Undetermined disease
	0.200
	0.200
	0.016

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.361


Supplementary table S18: Life table from the 2013 cohort at site PEN, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	31
	24
	1.000
	0.774
	
	
	L1
	24
	Host tree resistance
	0.774
	0.774
	0.558

	L2
	7
	5
	0.163
	0.714
	
	
	L2
	5
	Host tree resistance
	0.714
	0.714
	0.116

	L3
	2
	0
	0.047
	0.000
	
	
	
	
	
	
	Sum q
	0.674

	L4
	2
	0
	0.047
	0.000
	
	
	
	
	
	
	
	

	OW
	2
	0
	0.047
	0.000
	51.835
	2.411
	
	
	
	
	
	


Supplementary table S19: Life table from the 2013 cohort at site PIS, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	47
	3
	1.000
	0.064
	
	
	L1
	3
	Host tree resistance
	0.064
	0.064
	0.027

	L2
	44
	0
	0.400
	0.000
	
	
	L4
	2
	Parasitized
	0.045
	0.045
	0.018

	L3
	44
	0
	0.400
	0.000
	
	
	OW
	1
	Parasitized
	0.024
	0.024
	0.009

	L4
	44
	2
	0.400
	0.045
	
	
	
	
	
	
	Sum q
	0.055

	OW
	42
	1
	0.382
	0.024
	51.835
	19.320
	
	
	
	
	
	


Supplementary table S20: Life table from the 2013 cohort at site SHA, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	96
	13
	1.000
	0.135
	
	
	L1
	13
	Host tree resistance
	0.135
	0.135
	0.159

	L2
	83
	11
	1.012
	0.133
	
	
	L2
	11
	Host tree resistance
	0.133
	0.133
	0.134

	L3
	72
	3
	0.878
	0.042
	
	
	L3
	3
	Parasitized
	0.042
	0.042
	0.037

	L4
	69
	4
	0.841
	0.058
	
	
	L4
	4
	Parasitized
	0.058
	0.058
	0.049

	OW
	65
	5
	0.793
	0.077
	51.835
	37.928
	OW
	1
	Host tree resistance
	0.077
	0.017
	0.012

	
	
	
	
	
	
	
	OW
	4
	Predation
	
	0.068
	0.049

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.439


Supplementary table S21: Life table from the 2013 cohort at site TAY, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	40
	16
	1.000
	0.400
	
	
	L1
	16
	Host tree resistance
	0.400
	0.400
	0.254

	L2
	24
	8
	0.381
	0.333
	
	
	L2
	8
	Host tree resistance
	0.333
	0.333
	0.127

	L3
	16
	2
	0.254
	0.125
	
	
	L3
	2
	Host tree resistance
	0.125
	0.125
	0.032

	L4
	14
	1
	0.222
	0.071
	
	
	L4
	1
	Host tree resistance
	0.071
	0.071
	0.016

	OW
	13
	0
	0.206
	0.000
	51.835
	10.696
	
	
	
	
	Sum q
	0.429


Supplementary table S22: Life table from the 2013 cohort at site YOB, showing the four larval instars (L1-L4) and overwintering/mature life stages (OW). Column headings represent: nx = number of live EAB entering each stage (based on reverse calculation of the different stages of EAB observed at the time of debarking); dx = number of dead EAB observed in each stage; lx = proportion of EAB surviving each life stage; qx = apparent (stage-specific) mortality rate (dx/nx); di = number of EAB dying in association with the specific mortality factor observed, qi = apparent mortality rate caused by the specific biotic factor di/nx); q = real mortality (dx or di/n0), R0 = net reproductive rate, calculated as the proportion of EAB surviving to adults multiplied by the age-specific fertility rate (mx) (Wang et al. 2010).

	Life stage
	nx
	dx
	lx
	qx
	mx
	R0
	Life stage
	di
	Mortality factor
	qx=dx/nx
	qi=di/nx
	q=di/n0

	L1
	61
	22
	1.000
	0.361
	
	
	L1
	22
	Host tree resistance
	0.361
	0.361
	0.310

	L2
	39
	5
	0.549
	0.128
	
	
	L2
	4
	Host tree resistance
	0.128
	0.068
	0.056

	L3
	34
	2
	0.479
	0.059
	
	
	L2
	1
	Undetermined disease
	
	0.017
	0.014

	L4
	32
	2
	0.451
	0.063
	
	
	L3
	1
	Undetermined disease
	0.059
	0.019
	0.014

	OW
	30
	0
	0.423
	0.000
	51.835
	21.902
	L3
	1
	Parasitized
	
	0.019
	0.014

	
	
	
	
	
	
	
	L4
	1
	Undetermined disease
	0.063
	0.019
	0.014

	
	
	
	
	
	
	
	L4
	1
	Parasitized
	
	0.019
	0.014

	
	
	
	
	
	
	
	
	
	
	
	Sum q
	0.437


Supplementary table S23: Summary of mean (± SE) net reproductive rate (R0) values and crown conditions by site. Crown condition was assessed on a scale of 1-5 (with 1 representing healthy crowns with no apparent EAB infestation, and 5 representing crowns with > 80% reduction in cover). Cohorts were established for one year only at the OON and OOS sites.
	Site
	R0
	Crown condition

	DEV
	23.2 ± 21.5
	1.4 ± 0.2

	GAL
	24.9 ± 1.5
	3.6 ± 0.4

	GAR
	39.3 ± 1.6
	2.6 ± 0.4

	GRR
	0.9 ± 1.3
	2.2 ± 0.1

	MRD
	18.9 ± 10.9
	3.0 ± 1.5

	OON
	50.6
	1.8

	OOS
	38.2
	4.4

	PEN
	20.3 ± 17.0
	1.6 ± 0.1

	PIS
	38.2 ± 7.0
	1.7 ± 0.3

	SHA
	34.8 ± 2.4
	1.8 ± 0.1

	TAY
	26. 2 ± 9.4
	2.0 ± 0.1

	YOB
	15.9 ± 9.6
	1.9 ± 0.4


