Table S2 Estimates of gene flow (M) between 12 Liriomyza sativae populations.
	[bookmark: _GoBack]POP, i
	Θ
	Beijing    BJ→i
	Baoding   HBBD→i
	Taiyuan     SXTY→i
	Jinan       SDJN→i
	Yancheng    JSYC→i
	Shanghai SH→i
	Hangzhou    ZJHZ→i
	Jinsha    HUBJS→i
	Rongjiang   GZRJ→i
	Nanning   GXNN→i
	Guangzhou   GDGZ→i
	Danzhou   HNDZ→i

	BJ
	0.04172 (0.01133-0.04727) 
	
	646.6 (424.0-864.7)
	469.8 (202.0-788.0)
	627.8 (426.7-902.7) 
	334.3 (0.0-402.7) 
	513.0 (886.7-996.0) 
	474.7 (223.3-780.0) 
	369.3 (0.7-468.7) 
	588.6 (586.0-973.3) 
	341.9 (137.3-626.0) 
	338.0 (2.0-526.7) 
	40.1   (0.0-151.3) 

	HBBD
	0.04230 (0.00413-0.06767) 
	499.9 (158.0-829.3) 
	
	608.0 (360.0-933.3) 
	258.2 (0.0-129.3) 
	518.1 (380.0-663.3) 
	616.3 (292.7-547.3) 
	506.4 (198.7-860.0) 
	644.0 (781.3-988.0) 
	310.5 (128.7-446.7) 
	155.8 (0.0-459.3) 
	588.1 (391.3-980.7) 
	736.7 (511.3-978.7) 

	SXTY
	0.04035 (0.00053-0.01267) 
	309.9 (0.7-424.0) 
	777.9 (588.7-1000.0) 
	
	443.4 (243.3-763.3)
	698.4 (683.3-1000.0) 
	340.8 (6.0-490.0) 
	644.0 (601.3-1000.0) 
	760.2 (531.3-1000.0) 
	653.0 (302.7-968.7) 
	633.7 (748.7-1000.0) 
	452.3 (464.0-762.7) 
	579.0 (396.0-730.7) 

	SDJN
	0.05915 (0.04653-0.09907) 
	516.7 (206.7-544.7) 
	633.8 (400.7-887.3) 
	626.7 (598.7-999.3) 
	
	517.8 (485.3-750.7) 
	237.3 (2.7-417.3) 
	682.7 (506.7-876.0) 
	727.3 (443.3-978.7) 
	509.4 (9.3-64.0) 
	447.2 (168.0-518.0) 
	336.2 (27.3-571.3) 
	383.9 (155.3-580.0) 

	JSYC
	0.04295 (0.00207-0.02967) 
	661.5 (400.7-980.0) 
	666.4 (568.7-973.3) 
	363.3 (20.7-293.3) 
	574.8 (311.3-878.0) 
	
	556.6 (270.0-635.3) 
	695.4 (666.0-976.0) 
	345.9 (103.3-569.3) 
	407.8 (214.7-553.3) 
	631.8 (515.3-919.3) 
	631.2 (376.7-770.7) 
	598.5 (244.0-875.3) 

	SH
	0.00891 (0.00000-0.00873) 
	740.9 (691.3-994.7) 
	400.2 (172.7-632.7) 
	311.1 (55.3-255.3) 
	376.7 (21.3-563.3) 
	356.0 (6.7-399.3) 
	
	373.1 (162.7-769.3) 
	317.3 (4.7-470.7) 
	606.7 (806.0-984.0) 
	663.7 (416.7-976.0) 
	498.2 (261.3-810.7) 
	331.8 (71.3-519.3) 

	ZJHZ
	0.00668 (0.00000-0.00680) 
	329.9 (4.7-478.0) 
	567.0 (354.7-464.0) 
	652.7 (941.3-1000.0) 
	261.5 (0.0-433.3) 
	705.9 (510.7-989.3) 
	817.7 (610.7-1000.0) 
	
	716.3 (523.3-1000.0) 
	353.0 (0.0-46.0) 
	295.5 (68.7-563.3) 
	399.3 (105.3-604.7) 
	557.8 (306.7-880.0) 

	HUBJS
	0.01242 (0.00000-0.02767) 
	464.1 (49.3-211.3) 
	496.9 (81.3-333.3) 
	409.4 (138.7-752.7)
	745.9 (444.7-1000.0) 
	218.8 (0.7-186.0) 
	583.5 (300.0-856.7) 
	379.4 (121.3-551.3) 
	
	540.2 (761.3-1000.0) 
	219.4 (0.0-518.7) 
	270.2 (0.0-350.0) 
	739.6 (480.0-1000.0) 

	GZRJ
	0.03986 (0.00333-0.03480) 
	567.3 (234.0-773.3) 
	418.2 (320.0-709.3) 
	173.6 (0.0-222.0) 
	414.1 (128.7-563.3) 
	600.1 (385.3-864.7) 
	530.0 (282.7-844.7) 
	384.7 (0.7-334.7) 
	357.0 (59.3-619.3) 
	
	605.7 (358.0-893.3) 
	432.4 (0.0-145.3) 
	616.1 (359.3-1000.0) 

	GXNN
	0.05593 (0.02907-0.10000) 
	200.2 (4.0-414.0) 
	793.4 (630.7-1000.0) 
	481.9 (48.7-229.3) 
	212.2 (15.3-339.3) 
	688.2 (445.3-982.0) 
	622.4 (508.7-970.7) 
	283.5 (19.3-464.0) 
	391.0 (6.0-188.7) 
	732.3 (519.3-1000.0) 
	
	427.7 (170.7-616.0) 
	611.3 (584.0-920.0) 

	GDGZ
	0.04957 (0.01880-0.07593) 
	216.0 (14.7-445.3) 
	279.7 (0.0-211.3) 
	418.3 (128.0-588.7) 
	690.1 (614.7-970.7) 
	329.6 (20.7-589.3) 
	414.4 (44.0-652.0)
	519.1 (304.7-784.0) 
	346.9 (72.0-541.3) 
	708.1 (502.0-978.7) 
	296.0 (3.3-287.3) 
	
	342.1 (23.3-519.3) 

	HNDZ
	0.04894 (0.00000-0.01300) 
	305.6 (0.0-662.0) 
	798.4 (617.3-1000.0)
	733.0 (593.3-844.0)
	331.8 (0.0-456.0) 
	662.4 (465.3-968.7) 
	551.5 (257.3-509.3) 
	330.6 (24.7-660.0) 
	263.0 (54.7-412.0) 
	349.3 (16.7-330.7) 
	641.0 (388.7-969.3) 
	337.8 (115.3-480.7)
	　


Θ: mutation scaled effective population size; M: mutation scaled effective immigration rate. In parentheses the 95% HPD intervals. Instances of asymmetrical gene flow are indicated in bold. The source population is indicated in columns, the target population in row.

