Table S1 Primers used in this study

	Primer
	Sequence
	Length
	NCBI accession No.
	Position

	For full length cDNA amplification

	NlEF-1α-F
	TGTGGAGACCCCTCTAGGAA
	1702
	KP001173
	37-57

	NlEF-1α-R
	GCTGAGGGAGGTGAGTTGAA
	
	
	1719-1738

	NlEF-1γ-F
	ATTTCGATCGTGCTCTCTCTCT
	1324
	KP001172
	10-31

	NlEF-1γ-R
	GCCTTTCTCAACCCGTTCCC
	
	
	1314-1333

	YsEF-1α-F 
	ATACCCGGTTCGAGCATCCG
	1538
	KT371532
	1-20

	YsEF-1α-R
	CATGAACACCTCGAACCTCG
	
	
	1519-1538

	YsEF-1γ-F
	CTTGGGCAAGACCAAGCAAG
	1037
	KT371533
	1-20

	YsEF-1γ-R
	GTCGCAACTCTTCATTGCCC
	
	
	1018-1037

	For RT-qPCR

	18SrRNA-F
	CGCTACTACCGATTGAA
	131
	JN662398
	1002-1018

	18SrRNA-R
	GGAAACCTTGTTACGACTT
	
	
	1115-1133

	β-ACT-F
	TGGACTTCGAGCAGGAAATGG
	200
	EU179846
	665-685

	β-ACT-R
	ACGTCGCACTTCATGATCGAG
	
	
	843-863

	NlEF-1α-F
	CGTTGGTCGTGTGGAGACTG
	185
	KP001173
	789-808

	NlEF-1α-R
	CGTAGCCACGACGCAACTC
	
	
	955-973

	NlEF-1γ-F
	TGCTCGATCCCGCTTTCAGA
	190
	KP001172
	515-534

	NlEF-1γ-R
	CCCTGTTCCTTCTTTCCTCC
	
	
	685-704

	YsEF-1α-F 
	TGGTCCGAGTCTCGCTACCAG
	182
	KT371532
	481-501

	YsEF-1α-R
	CTTGCCGGCCTTGGATTCCTTC
	
	
	642-663

	YsEF-1γ-F
	TTGGGGAACGTATCACCCTTG
	166
	KT371533
	164-184

	YsEF-1γ-R
	TCGACCTTCTTCGCGACATCT
	
	
	309-329

	NlVg-F
	GCATCAATGAACCCAGCTAACTC 
	232
	AB915700.1
	4437-4461

	NlVg-R
	TGGACGGCTCTTTGCATACTCC
	
	
	4649-4670

	For dsRNA synthesis

	dsNlEF-1γ-F
	TAATACGACTCACTATAGGG CTTCCCCTGTCTCGGCATTA
	679
	KP001172
	333-352

	dsNlEF-1γ-R
	TAATACGACTCACTATAGGG GCAGACTGAGGCAAACGAGA
	
	
	992-1011

	dsYsEF-1γ-F
	TAATACGACTCACTATAGGGG

TTCTGAGGGCCGTTGAAGT
	644
	KT371533
	109-128

	dsYsEF-1γ-R
	TAATACGACTCACTATAGGG

CCTTGGATGACAGAGGCGTT
	
	
	752-733

	dsNlEF-1α-F
	TAATACGACTCACTATAGGG GAGGCCGGAATCTCGAAGAA
	691
	KP001173
	370-389

	dsNlEF-1α-R
	TAATACGACTCACTATAGGG CGATCTGACCTGGGTGGTTC
	
	
	1041-1060

	dsYsEF-1α-F 
	TAATACGACTCACTATAGGG

TTGTCCCTATCTCCGGCTTC
	697
	KT371532
	566-585

	dsYsEF-1α-R
	TAATACGACTCACTATAGGG

CCCAGGGGAGGGTAATTGGT
	
	
	1243-1262

	dsGFP -F
	TAATACGACTCACTATAGGG

CCTGAAGTTCATCTGCACCAC
	355
	 JX156628
	4356-4376

	dsGFP -R
	TAATACGACTCACTATAGGG

TGATGCCGTTCTTCTGCTTGT
	
	
	4691-4711


