Figure S1. Multiple sequence alignments of the deduced amino acid sequences of three hsp70s from Liriomyza trifolii with homologous gene amino acid sequences of it congener species. Differential amino acids were shaded black or grey. Three signature sequences were indicated by black box and four typical motifs were indicated by black shading. Abbreviations: Lt: Liriomyza trifolii; Ls: Liriomyza sativae; Lh: Liriomyza huidobrensis.
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MSKAPAVG[IDLGTTYSCVGVFQHGKVEI IANDQGNRTTPSYVAFTDTERLIGDAAKNQVAMNPTNEIFDAKRLIGRKFEDAA
MPAIGEDLGTTYSLVGVFQHGKVEIIANDQGNRTTPSYVAFTDSERLIGDAAKNQAAMN PENEVFDAKRLIGRKFDDBK
MVAIG[IDLGTTYSCVGVFQHGKVEIIANDQGNRTTPSYVAFTDSERLIGDAAKNQVAMN PENBVFDAKRLIGRKFDDEBK

MPAIGEDLGTTYSLVGVFQHGKVEIIANDQGNRTTPSYVAFTDSERLIGDAAKNQVAMN PENSVFDAKRLIGRKFDDEK

MPAIGIDLGTTYS,VGVFQHGKVEIIANDQGNRTTPSYVAFTDSERLIGDAAKNQVAMNPQN.VFDAKRLIGRKFDDSK

MPAIGIDLGTTYS:VGVFQHGKVEIIANDQGNRTTPSYVAFTDSERLIGDAAKNQVAMNPINSVFDAKRLIGRKFDDIK

VQSDMKHWPFEVISVDGKPKIQVIYKDEKKTFFPEEISSMVLTKMKETAEAYLGKTVTNAVITVPAYFNDSQRQATKDAGT I
I0SDMKHWPFKVVSDEGKPKIEVERKGEVKKFRAPEEVS SMVLTKMKETAEAYLGETVKBAV I TVPAY FNDSQRQATKDAGHT
IQDDIKHWPFKVV DLGKPKIIVEHKGEQKKFSPEEISSMVLTKMKETAEAYLGKT| KNAVITVPAYFNDSQRQATKDAGVI
IQSDMKHWPFKV IGKPKIIVEIKGEEKKF PEEISSMVLTKMKETAEAFLGI IEVITVPAYFNDSQRQATKDAG 1

TVK

THK]

IQSDMKHWPFKVVSDEGKPKIGVEEKGEQKKF] PEEISSMVLTKMKETAEAILG VITVPAYFNDSQRQATKDAGHT
IQSDMKHWPFKVVID GKPKICVEEKGEEKKFAPEEISSMVLTKMKETAEAFLG] VITVPAYFNDSQRQATKDAGHI

" TP/GTP" motif
AGLNVLRIINEPTAAAIAYGLDKKAVGERNVIIFDLGGGTFDVSILESIDDG. IFEVKSTAGDTHLGGEDFDNRLVTHFVQEF
AGLNVLRIINEFTAAALAYGLDKNLKGEKNVLIFDLGGGTFDVSILTIDEGSLFEV.STAGDTHLGGEDFDNRLVSHLA [EF
AGINVLRIINEPTAAALAYGLDKNLKGEKSVIIFDLGGGTFDVSIL IDEGSLFEVKSTAGDTHLGGEDFDNRLVNH!
AGLNVLRIINEPTAAALAYGLDKNLKGEKNVIIFDLGGGTFDVSILI IDEGSLFEVRSTAGDTQLGGEDFDNRLVNHLADEF
AGLNVLRIINEPTAAALAYGLDKNLKGEKNVIIFDLGGGTFDVSIL IDEGSLFEVRSTAGDTHLGGEDFDNRLV] HLAIEF
AGLNVLRIINEPTARALAYGLDKNLKGEKNVYIFDLGGGTFDVSILIIDEGSLFEVRSTAGDTHLGGEDFDNRLVNHLADEF

KRKHKKDLTTNKRALRRLRTACERAKRTLSSSTQASIEIDSLFEGTDFYTSITRARFEELNADLFRSTMDPVEKALRDAKLD
KRKYKKDLRSNPRALRRLRTAAERAKRTLSSSTEAIIEIDALFEG.DFYTKVSRARFEELCADLFRSTLEPVEKALNDAKMD
KRKYKKDLRSNPRSLRRLRTEAEKAKRTLSSSTEAAIEIDALYEGIDFFTKVSRARFEELCSDLFRNTLEPVEKALNDAKMD
KRKYKKDLRSNPRALRRLRTAAERAKRTLSSSTEAI IDAL EGIDFYTKVSRARFEELCADLFRSTLEPVEKALNDAKMD

KRKYKKDLRSNPRALRRLRTAAERAKRTLSSSTEARIEVDALYEGUDFYTKVSRARFEELCADLFRSTLEPVEKALNDAKMD
KRKYKKDLRSNPRALRRLRTAAERAKRTLSSSTEARIEMDAL) DFYTKVSRARFEELCADLFRSTLEPVEKALNDAKMD
I
"NLS" motif "NOC" motif

KSATIHDIVLVGGSTRIPKVQRILLODLFNGKELNKSINPDEAVAYGAAVQAAILHGDKSQEVQDLLLLDVTPLSLGIETAGGV
KIQIHDIVLVGGSTRIPKVQ LQSFFIGKSLNLSINPDEAVAYGAAIQAAILSGDKSSQIQDVLLVDVAPLSLGIETAGGV
KGQINDIVLVGGSTRIPKVQS[LLOSFFNGKSLNLSINPDEAVAYGAAIQAAILSGDKSSEIQDVLLVDVAPLSLGIETAGGV
KNQIHDIVLVGGSTRIPKVQNILLQSFFEGKSLNLS INPDEAVAYGAAIQAAILSGDKSSEIQDVLLVDVAPLSLGIETAGGV
KNQIHDIVLVGGSTRIPKVQNILLOSFFEGKSLNLSINPDEAVAYGAAIQAAILSGDKSSEIQDVLLVDVAPLSLGIETAGGV
KNQIHD[IVLVGGSTRIPKVQNILLQSFFEGKSLNLS INPDEAVAYGAAIQAAILSGDKSSEIQDVLLVDVAPLSLGIETAGGV

MSVLIERNTTIPTKQ) QTFTTYSDNQPGVLIQVYEGERAMTKDNNLLGKFELSGIPPAPRGVPQIEVTFDIDANGILNVTAL
MTKLIERNCRIFIKQ TETTY] DNQPAVTIQVFEGERAMTKDNNMLGTFNLTGIPPAPRGVPKIDVTFDLDANGILNVTAK
MTKLIERNSRIPCKQAKTFTTYADNQPAVTIQVFEGERAMTKDNNMLGTFNLTGIPPAPRGVPKIDVTFDLDANGILNVTAK
MTKLIERNSRIP KQIKTFTTY DNQPAVT IQVFEGERAMTKDNNMLGTFNLTGIPPAPRGVPKVDVTFDLDANGILNVTAK
MTKLIERN] KQSKTFTTYSDNQPAVTIQVFEGERAMTKDDNMLGTFNLTGIPPAPRGVPKMDVTFDLDANGILNVTAK
MTKLIERN; KQIKTFTTYIDNQPAVTIQVFEGERAMTKDNNMLGTFNLTGIPPAPRGVP DVTFDLDANGILNVTAK
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ERSTNKENKITITNDKGRLSKEDIERMVNEAEKYRSEDEKQKETTAAKNSLESYCFNMKATLDEDSLKGKITDEDRNTELEK
EMSTGNAKNITIKNDKGRLSQADIDRMVEEAEKYAEEDEKHRORIAARNOLEGYVFNMKORVEBAG. . s KLJDKNIVLEK
EMGTGNAKNIVIKNDKGRLSQADIDRMVNEAEKYAEEDERHRQRVSAKNQLEGYVFS KQAVEQAG DKLAPSEKTSVVDK
EMSTGNAKNITIKNDKGRLSQADIDRMVEEAEKYAEEDEKHRORT NQLEGYVFN DKNKELEK
EMSTGNAKNITIKNDKGRLSQADIDRMVEEAEKYAEEDEKHRQRIAARNQLEGYVFNLK G KLT VDKNKILEK

EMSTGNAKNITIKNDKGRLSQADIDRMVSEAEKYAEEDEKHRQORT. NQLEGYVFNIK DKNKILEK

CNETIKWLDANQLADKEEYEHRQKELEGVCNPIVTKLYQSGGVNPGSMPGFPGGAPGAAPGGAPGAGAGAGPTLEEVD
CNETIKWLDNNTTAEKEEYDYKYEEfTKECHP IHTrMHOBB8000 . PcBGPOPSNEG GG.GG' #scpTVEEVD
CDEAIKWLDSNTTAEKEEFDYKYEELSKECS P IMTKLHQGGAQ . G...SNGRP .. .GPTVEEVD

CNETIKWLDNNTTAEKEEYDYKYEEMSKFCEP I PAKMHO! .QABG. .. Y G N EGPTVEEVD
CNETIKWLDNNTTAEKEEYDYKYEEMTKFCEP ITAKMHO! ..PHSGSDQ G SG. SGPTVEEVD
CNETIKWLDNNTTAEKEEYDYKYEEMSKFCEP I BAKMHO| ..ATSI. [EGPTVEEVD
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