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	Supp. Table S2. The results of the analyses of molecular variance (AMOVA) for the Vojvodina Province urban (SII) and rural (SIII) Cx. p. pipiens samples performed on COI mtDNA and ITS2 rDNA loci.

	Sample group
	Variation sources
	Variance components
	Variation (%)
	Fixation indices

	COI mtDNA
	
	
	
	

	SII vs SIII
	Between ecotypes
	-0.021
	-8.32
	FCTa = -0.083

	
	Among populations within ecotypes
	0.055
	21.68
	FSCb = 0.200

	
	Within populations
	0.220
	86.64
	FSTc = 0.134

	All (ungrouped)
	Among populations
	0.044
	16.65
	FST = 0.167

	
	Within populations
	0.220
	83.35
	

	ITS2 rDNA 
	
	
	
	

	SII vs SIII
	Between ecotypes
	0.037
	5.71
	FCT = 0.057

	
	Among populations within ecotypes
	-0.082
	-12.49
	FSC = -0.132

	
	Within populations
	0.700
	106.78
	FST = -0.068

	All (ungrouped)
	Among populations
	-0.061
	-9.58
	FST = -0.096

	
	Within populations
	0.700
	109.58
	

	
	Within populations
	1.677
	93.17
	


aFCT- fixation index between ecotypes, bFSC- fixation index among populations within ecotypes, cFST- fixation index within populations; *P < 0.05.
