Table S1 Primers used for 3’ RACE (Csas = C. sasakii).
	Name
	Sequence (5’-3’)

	3’ Adaptor primer
	GCTGTCAACGATACGCTACGTAACGGCATGACAGTGTTTTTTTTTTTTTTTTTT

	CsasCXE1 specific primer 1
	GAAGTTCGGAGGCGACCCAGAGAAT

	CsasCXE1 specific primer 2
	TCGGTTGCAGTGCTGGTGCAGG

	CsasCXE2 specific primer 1
	GTGTGTATTCAAGATTGGGCGCTCAGTAA

	CsasCXE2 specific primer 2
	TGCGAAAGAGAGAGCTTTTAAAGTTGGTCA

	CsasCXE3 specific primer 1
	AGAGCCCGACAGACGCACTTGACA

	CsasCXE3 specific primer 2
	CACAGGCGTCACTTCCGCTGAAACT

	Outer universal primer
	GCTGTCAACGATACGCTACGTAAC

	Inner universal primer
	GCTACGTAACGGCATGACAGTG


Table S2 Lepidopteran CXEs used in phylogenetic analysis (Msep = M. separata; Sinf = S. inferens; Slit = S. litura).
	Name
	GenBank accession number

	MsepCXE1
	QEE13681.1

	MsepCXE2
	QEE13682.1

	MsepCXE3
	QEE13683.1

	MsepCXE4
	QEE13684.1

	MsepCXE5
	QEE13685.1

	MsepCXE6
	QEE13686.1

	MsepCXE7
	QEE13687.1

	MsepCXE8
	QEE13688.1

	MsepCXE9
	QEE13689.1

	MsepCXE10
	QEE13690.1

	MsepCXE11
	QEE13691.1

	MsepCXE12
	QEE13692.1

	MsepCXE13
	QEE13693.1

	MsepCXE14
	QEE13694.1

	MsepCXE15
	QEE13695.1

	MsepCXE16
	QEE13696.1

	SinfCXE1
	AII21978.1

	SinfCXE3
	AII21980.1

	SinfCXE5
	AII21981.1

	SinfCXE6
	AII21982.1

	SinfCXE9
	AII21983.1

	SinfCXE10
	AII21984.1

	SinfCXE11
	AII21985.1

	SinfCXE12
	AII21986.1

	SinfCXE13
	AII21987.1

	SinfCXE14
	AII21988.1

	SinfCXE16
	AII21989.1

	SinfCXE18
	AII21990.1

	SinfCXE20
	AII21992.1

	SinfCXE26
	AII21993.1

	SinfCXE28
	AII21994.1

	SlitCXE1
	APD13867.1

	SlitCXE2
	APD13868.1

	SlitCXE3
	APD13869.1

	SlitCXE5
	APD13870.1

	SlitCXE8
	APD13871.1

	SlitCXE9
	APD13872.1

	SlitCXE11
	APD13873.1

	SlitCXE12
	APD13874.1

	SlitCXE13
	ADR64697.1

	SlitCXE14
	APD13875.1

	SlitCXE16
	APD13876.1

	SlitCXE17
	ADR64699.1

	SlitCXE18
	ADR64698.1

	SlitCXE20
	APD13878.1

	SlitCXE22
	APD13880.1

	SlitCXE23
	APD13881.1

	SlitCXE27
	APD13882.1

	SlitCXE28
	APD13883.1

	SlitCXE30
	APD13884.1

	SlitCXE31
	ABE01157.2

	SlitCXE32
	ACI42855.1


Table S3 Primers used in quantitative PCR (Csas = C. sasakii).
	Name
	Sequence (5’-3’)

	CsasCXE1-Forward
	TAGACGAAGTCCCAGGAAACG

	CsasCXE1-Reverse
	ACCAGCACTGCAACCGAAA

	CsasCXE2-Forward
	TCCAGAGCCTGAAGCATAGC

	CsasCXE2-Reverse
	GTGTGCCCTCAATTTGATGTC

	CsasCXE3-Forward
	GATAGTTGCCGCCATGAATAA

	CsasCXE3-Reverse
	CCTCAAATCCTGGATACGTACTT

	CsasCXE4-Forward
	GTTCAATGGGTAGGAATCGC

	CsasCXE4-Reverse
	TTTGCGTCACATGCGAGAT

	Actin-Forward
	GGCATCACACCTTCTACAATGAAC

	Actin-Reverse
	CGGAGTCCAGCACGATACC


