Appendix

Base Cytological
MM Marker PrimerF PrimerR Size Position Group Amplified var ps Band Reference
DPSX2032 ataaaccgacatcaccgecatc acgagacctcctctttcgetca 192 1233389 XLgroupla Yes Yes
30 DPSX054 atcaaccggtgaattagcagea agacggaggagcactttgtttgt 162 3780389 XLgroupla Yes Yes
DPSX040 TGTGTTTGCCATT- AGTGTCTCTGAAC- 161 4080698 XLgroupla Yes
GAACACGC AATGACTTCGCA
DPSXO038 tgtggctegtgtcagtgatttte aatggcactgcagcagcaac 106 4183355 XLgroupla Yes
18 DPSX033 cccatecgtttgaatgetaaatt atacttggtggeggecctt 157 4755609 XLgroupla Yes Yes
DPSXO005 acggcaacggtacttgaatc gttttgattccaggegtgat 250 5047467 XLgroupla Yes Yes
DPSX004 aagtacttcattttgtcttgg cgtgecgegcettataattett 100 5661690 XLgroupla Yes Yes 13 Anderson pers. comm.
DPSX032 tcgaattcgtagagcgggtgtt atctcagctggcgactgttgtagt 130 6152413 XLgroupla Yes
DPSX059 tgaaagttgagctcacgeac cggatcttcgatgaacaaca 121 6322051 XLgroupla Yes
DPSX039 aatgctcgaatgetgtttegg caagagctctctcgtagegaaaatt 167 6479227 XLgroupla Yes
31 DPSXO055 aacgatggtggcgaggctta ggatcaattgtgeccactctttt 112 6670913 XLgroupla Yes Yes
DPSX041 aatctgagccgtagagaatgaccaa aaatgcccgcaaacgaget 245 6762471 XLgroupla Weak
DPSX028 catggtccectegttgtttga acacacatacacaggcacggg 176 7060113 XLgroupla Yes
8 DPSX008 ccacagcgtagtgagcagat ttteettetgtgtgttggca 150 7482817 XLgroupla Yes Yes 15 Machado et al. (2002)
DPSX045 caatggaacgacagcggatg ttctcacacctttggagttcetgt 128 8987661 XLgroupla Yes
17 DPSX031 gctcaaggactcgttagegtagaa acaagccagcaatacaggaagtca 158 1261285 XLgrouple Yes Yes
DPSX003 gectacagtgagagetgect tggggagtggacttatcteg 200 5473298 XLgrouple Yes Yes
DPSX060 tgagtgtgtgccacagtgtt gtagtcgttgtcgetgee 119 5861918 XLgrouple Yes
32 DPSX056 gattgctcgttttatgaatgecac atcggtaggcgatcgatctattg 127 5875602 XLgrouple Yes Yes
11 DPSX022 gccaaagttgaagggtccaga tgctgeacteegttegataac 146 6536519 XLgrouple Yes Yes
19 DPSX034 aggagatgcactcggtactcgg ggactgagcaaacaaatgetcgta 129 8055993 XLgrouple Yes Yes
runt ccctgecacaagtaacaage agacaaaaggggcaggtatc 200 9164905 XLgrouple Yes Yes
20  DPSX035 tggaattgtggcttgecagtca aaagccaagccaaagccaag 116 9645269 XLgrouple Yes Yes
DPSX001 gaatctctctectgttgegg ccacactcgcttteccata 200 10640651 X Lgrouple Yes Yes 10-11 Anderson pers. comm.
5 DPSX002 attcttgtcgetetgttgge tcagctgegtaacaatctgg 150 10886336 XLgrouple Yes Yes
24 DPSX046 aaatcgcageggcattgac aaatgcagagcaagtacacgeatc 119 12316097 XLgrouple Yes Yes
perMicro2 gctecttttteggttgt gactgecgttagagatagacctgatgac 190 429964 XLgrouple Yes
perMicro gggaccttgtctgaggtttcte ggggacttggttaacaatatggaaacg 153 518240  XLgrouple Yes
12 DPSX023 ccatgtggacgctttctagea agagagaaggcaaacggagca 135 2508535 XLgroup3a Yes Yes
29 DPSX052 aaaaccccgacactaagccatct geggegtatgegeaataatt 130 1185942 XRgroup3a Yes Yes
DPSX010 aaaaggccttattgtagttg agagattctcacccaccatg 100 125180 XRgroup5  Yes Yes 39 Machado et al. (2002)
9 DPSXO017 gccatgcacgatactttcaa ctcgcatcggtttattggaa 138 218395 XRgroup6  Yes Yes
6  DPSX006 agccagetetgtggtetgtt aaaacggtttcattgttgec 200 531694  XRgroup6  Yes Yes
DPSXO015 cgaggcgaagttgaatcaaa cagctcaatgccaatcaatg 117 686120 XRgroup6  Yes
DPSX070 cctggatttgctaaaggtaagega gcgagtcaaaatctcagactgge 127 998690 XRgroup6  Yes
26 E744 agagacagctcctgetectg actcgggccgattttagttt 200 2263129 XRgroup6  Yes Yes
21 DPSX036 gtgataactcgaaatttgggeca gcatgaaagagecaagttgacaa 125 4293648 XRgroup6  Yes Yes
DPSX_5946b TCCCCTTCGATTAA- GCAATGAACCATGC- 95 4449825 XRgroup6 Yes
GAGCCAGC AGGACAATTTTGC
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23

14
16

22

10

25
15

28

DPSX_5946e
DPSX_5946d

DPSXO018
DPSX009
DPSX_5946a

DPSX043
DPSX014
DPSX024
DPSX030
DPSXO011
DPSX012
DPSX058
DPSX044
DPSX061
DPSX025
DPSX037N
DPSX049
DPSX021A
DPSX021A2
DPSX021A4
DPSX021A1
DPSX021A3
DPSX021A5
DPSX021A6
DPSX021
DPSX021B2
DPSX021B1
DPSX019
DPSX016
DPSX050
DPSX062
DPSX013
DPSX047
DPSX029
DPSX007
DPSX048
DPSX063
DPSXO051

CGCCTTGGAAGC-
TTTTCTCCC
CCTGGGCAACCGC-
TTTGATTAAC
aaagcacacagggaattgtct
tcaggaaaagaacagcagea
CCCCACAGTCAG-
TGAATCAAC
aaatcagcgcectaccctegtt
atgtgtatctgtgcatgtgea
tttgtgaggcagecagecage
gctaacacacactcgegeaca
tgtgtattagtgtgcgectgt
tatgtcectgtgtgegtgtgt
tatcgcgggcagtegtttagt

gatgactcaaccacagctcatgaa

cgccaattaatttggtggaa
tctgatgtcgecaccaaccat

acgagaatggtagaaggaggaatcc
actgcgggatgactatagcatcaa

tecttggtgcagatgetcatg
tecttggtgcagatgcetcatg

ccgagectttacagatgaactttatg

gaaatcgacaaatcgcetgactga
gaacctgagcggattcgaaaatt

ctctccageatttacagagtcatgtt

agcagccgeagacactcagat
gaaattaattcacattctctggeg
gagctaagccgatttecteect

cccatattaaaggtaattgattgec

geectcacaaaaggagtgaaa
aagcagcacgacgagagcat

acacaccgaagtggaactggaagt

cagagacagccccaaagaga
tccgcaaagtacteggcttat
cgcaaattgetgtecattcagt
actgtgtgectgggtgaacct
cactcgaggttattgaacgg
ggaaatgattcagetgetggg
getetgetctggacagece
acggcgacaccttggtttg

GACGTACAATATTTTTAACGT-
AAGTAGTGTTGAATCTTCG
AAGTTGCCAGTGGG-
TCTGC
ttgtttggcectectettecact
cgccacagceaaatcaactta
GCGTAGTGGATTT-
GTTTGCCTCC
gagctgccaactattttgecatee
actccacacccaaggaacaat
ttegtectecatectcatteg
tgcacactgtgatggccaaat
tcggcttaaaaaacctgcaa
acagcacttgcettttgetga
cctgcaacgaattgatctcaagtg
cacctgcatgcatttcttgtttc
gaattgcgatctgtgaaggtc
aaacactaagcgecgcttttc
aaaggcctgatgetectggtt
taaagtgcaagtcgegetge
aacagcaggcatacaccagge
aacagcaggcatacaccagge
ccctgttggtagettactgttaattte
gccatatgagagegttcgttca
caagatcaacttgttgcggacaa
ccgagcaacagcatagttgtgtagat
gcaaacgcttagccaaacgg
aatgagctcgacaattccgce
tgccaacaacagacagecga
tccaagacgtgtctacagtcgaaa
atcectecggtegacatcettt
atgaaccccaactctcagtca
tgcatccaccatccaccattt
ttagtggcacaaacagacgg
ttttgteegtgtgectge
caaagttatgtggcttggcagttg
geecagetgagetttcagett
aatctatggcgggttctaag
ccgagctaatcaaattaccagacg
tgegttgectgataaaacct
atctgcatctctgtgetcgeat

169

136

100
250
122

142
118
199
130
155
112
174
162
100
123
143
154
195
195
127
169
165
128
101
136
180
152
105

106
106
120
111
132
150
121
100
182

4458705

4549186

4656375
4925036
5165398

5821217
6220490
1150746
2746654
3174850
3210088
4410430
4489240
4662793
5016288
5029631
6060414
6531440
6531440
6537320
6926410
6930822
7005909
7170738
7481819
7679506
7951753
7975755
8240487
8462706
8665923
955867

2756260
3247169
4162734
4641714
5893999
6259524

XRgroup6
XRgroupb6

XRgroupb6
XRgroupb
XRgroupb6

XRgroupb6
XRgroup6
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup$8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8
XRgroup8§
XRgroup8
XRgroup8
XRgroup8
XRgroup8§
XRgroup8
XRgroup8
XRgroup8
XRgroup$8
XRgroup8
XRgroup9
XRgroup9
XRgroup9
XRgroup9
XRgroup9
XRgroup9
XRgroup9

Yes

Yes

Yes
Yes
Yes

Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes

Yes

Yes
Yes
Yes
Yes
Yes
Yes

Yes

Yes
Yes
Yes
Yes
Yes

Yes
Yes
Yes

Yes
Yes
Yes
Yes
Yes

Machado et al. (2002)
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Appendix (Cont.)

Base var var var
MM Marker PrimerF PrimerR Size Position Amplified ps per ps/per Band  Reference Notes
DPS2005 attgattggggctacgtgtce gctaacccaatgatgaggga 200 1323747 Yes Yes
17 DPS2028 tcagecteegettegattg cgectacctegtacctatacageat 166 1515879 Yes Yes
DPS2020 cagaaagagccggtgaggte catgtcgccagetctageaca 191 1814337 Yes
8§ DPS2014 ccegtaccacccataggatatte ctcgegetgtcaattggttaat 161 2938447 Yes Yes Yes
16  DPS2027 agctgetgegaatttggete gtgtttcgtctagegaacttetgg 182 3690753 Yes Yes
mlc caacagaatgttgccaacage acgcctttgggatctcgaac 100 3801326 Yes Yes 59/60  Hamblin and
border Aquadro (1999)
Clonel102 gegeattatttgcaggegge ttcaaatgaactcacatccacccac 458 4176262 Yes Yes seq
polymorphism
7  DPS2017 acctcgettaccattttecteca gggaaatttgtgcagettgtga 133 4751214 Yes Yes Yes
DPS2001 caaagacagagccaaagect tgggcattaaagtgcaatca 200 4807929 Yes Yes
DPS2034 cgtgtcagccaaatggegt caaagctttcgtgcaatgcttc 112 5910119 Yes
DPS2007 tgcggagagagtttgtgaga gaactacagccagegagagg 200 6043988 Yes Yes
11 DPS2019 ggacaggccacgttgaaatgt ttcaggggttgagggttgcta 193 6637997 Yes Yes Yes
DPS2030 cgtggtgtgccacaageaa agaatggaaatcggagattgcag 113 7703683 Yes Yes
DPS2002 acatccgcatccacatacg cgtcctgecaaagtgtttet 150 8068766 Yes Yes Yes
DPS2033 ggcatcaggtgcacatctttaattc cacgtacgccacgegtttt 157 8327181 Weak Yes
DPS2_2803a ggtaacccgaggtcagegte caatccattcaatcggaggcaaacactac 113 8551736 Yes Yes
DPS2_1109a cggaatgggacagagattgaagec tttctccaagtcacgcetetcaaagtatee 124 9192395 Yes
DPS2 11091 tgtcagccatcgtgggeate caacagcgtctaacgcttgtaattgge 120 9310915 Yes Yes
9 DPS2018 aggccaageagcacageaat agaggcaggaaggatatacacaage 145 9313692 Yes Yes
DPS2_1109b ccaactgacattgcgtaatgatgatge cctggttggtttaatgagetgge 114 9392931 Yes
DPS2_1109j cccatcgtateccttgatgaaaacce gagcaacaacagcagccagagatac 201 9471723 Yes
DPS2 1109k tgcattcatttccattcacccge gacaaattttccgctetgecace 124 9511535 Yes Yes
DPS2_1109g cctgecacacccaaagaaaagag gtacacgcacggcaatcatcee 95 9519356 Yes
DPS2_1109L aatccaccaaatttgtctctcgtacacac  cttgtgtgtggcacgtgtgte 114 9524120 Yes Yes
DPS2_1109m cggctaacacagagectge cgctttcaacgecccaaaaatcaac 105 9561213 Yes Yes
DPS2_1109n ctgctgatatcagcagtaagaacgtictg — ggcattaggcagegtegac 97 9622102 Yes
DPS2_1109h gctgectgacatggatagacge ccactcgctcatteccttgtage 106 9737365 Yes Yes
DPS2_1109f cggcagccgecaaaaaacc atgtccgetectgeaace 122 9761408 Yes Yes
Clonel 14 tttatgcgcttggaaattgaggte ggcagagcggcacttcage 151 10230844 Yes Yes
DPS2026 cagactcttactacgagcacggaga gcaaatatccttgaagcagatgea 144 10287490 Yes Yes Yes
15 DPS2026 cagactcttactacgagcacggaga gcaaatatccttgaagcagatgea 144 10287490 Yes Yes
5 DPS2011 acttgtctgcagetgtcagacaga aattgcactttgegetgatg 121 12243695 Yes Yes
DPS2 _138b ggctcgtaaataaacatccagaggaacc — gtatttgtcacgtctttgtggtgge 163 16276347 Yes Yes
13 DPS2022 ggcgcaaggtecttttttgt tcccgataccgacgaaacatt 138 16496624 Yes Yes
DPS2_138a  gcacattgatgatgagctccatee ttcaccctaggccacataaatctcac 124 16660525 Yes Yes
DPS2_138c  cagaaacgaattgaaaatcgcacatgcac gctctctttcactcactatgtgegte 80 16834932 Yes Yes
DPS2_138d cgatacgaagagcataatggcataagctc ctggtgctgtcgtttcatgtttaagtttc 128 16971893 Yes
DPS2 3447c caactcttcttcgttaagccacaage cecgtttgtggttttcetggeattac 252 17166960 Yes Yes RFLP
w/Rsal
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DPS2 3447a
DPS2021
DPS2 _3447b
DPS2024
DPS2012
Clone222
bed

DPS2031
DPS2006
DPS2_6581b
DPS2015
DPS2_6581a
DPS2_6581c¢
rhl

gld

DPS2_534L
DPS2_534k
DPS2_534g
DPS2_534j
DPS2_534i
DPS2_534d
DPS2_534f
DPS2_534e
DPS2_534h
DPS2_534b
DPS2_534
DPS2_534c
DPS2035
tropl

DPS2_3773
DPS2_2395

DPS2_2395d
DPS2_2395b
DPS2_2395¢c
DPS2004
DPS2003

DPS2016
DPS2_1193
DPS2_1206
DPS2_1206e

accagactccataattcgctacgtatttte
tgaaatgggaaaacggcatc
atcgtgctacggtggttgtee
gtgtccaaatcccacgcagat
gtatgtgttgtgcagetttgge
aggaatggctaaggtacgttce
ccaggctcagggecagegee

tgttgacaatttggegataccc
tttatcatgtgeccgagtga
cgttctacttcttgagtggagcaacatc
gecacgttctacttettgagtgga
ctagagagaaaaggagaccgcgac
cctgecagagggaatgcacgatac
ggcaaccaccagegaggecg

ttcacacccctgagecacaag

aattataccggcaccaccagcec
ctgtaagccatattttaatggcattccacac
ccgtagaacgtgecacacg
acgaagcggaaaagcagaatgc
cagtcactcttccactcatttactgge
tttcttcaaacgaacgtttcectegtee
caattttgcattcacatagcaacactaggac
gtettgtcattcaattgttttcgactgtgte
ggtgcatgccaccagatge
ccgcacatgtcataaagaatgatgacg
ctcattcaaagcttcggcetttccac
tcgtcatcaagtattatgctgatecttge
ccattccacagggcaaaacaa
gattaccttgttcttatgtgge

ccactgctgttcatagtccgaaaatge
ccaaagccaacttttcagttgccaac

catgctacttacaacagccaaagagec
cctcacgagtgtatccgeacttc
gaactggaaaattgcatggecacc
ggtacccaaagcecaatctca
catttcaagcagaagacgca

gctgaatcgegtttttggeate
cactctggcatgcatataggecac

gggcggttgctgatgcettttc
ttttgecattttattgaaggetgeatetg

tctctaggtgcgtgtttatttagtgtcaatttac
ggcatcggaaacaacaccttc
ctcecttacatgggtaacctttatetge
atgctccaaatggecgatg
agtgcgegtgtagaactetgtg
aaagcggcgtttgtctge
gcatctgatgeggcacgtgg

getgectcatttgeattggtt
tcgetttaactcgttteget
ggtcatgtggcatgtgtaggc
ggegetegttgagttacgttg
gettgtcatcaacatcgttatattgttacgge
cggcatcttatcacaccatcgee
gettttagatattggaggcaag

gtetteattgetgeegttge

aaaggatgaaccttcctccaggtgtac
cctgeegtctactgtaactgtatcte
agaccaatgcgccatgtgc
ggtecgtttagttttccacaatctctee
cgttaagegegtgtatatctgtcge
gggtaaagcagcetgecace
gtgttcggcaggaaaacggaaac
ggttagegactggttggtec
gtcacacgeggttcagatctge
cgaattaacttcaaacaggcgtgaataatgce
gcacatgaatattcccggagacce
agcecttetgtttaaactctgaactcgaaag
gttgectgtctacttgeactetgte
cgagattgatgatatttggeag

getgecagttagttagecaattgecaac
tatgtgtgatttatggatttaaaactgtat-
acttaatatgccc
caaaacgtggcatcgccaagag
gtttgagacgaacgggagatgctc
catgccacacagtgagtggc
acgtcctgttgaaagecact
cctegggtattatttcgggt

atgatttcacgaaggtggg
ctgcagttttttgtggcagtggce
aagccaacaatttgccatgctee
acgaaagaccgtaaaggaaaggceac

162
177
135
174
111
190
200

110
200
134
168
126
123
200

150

121
136
170
109

91
131
113
128
108
213
185
113

200

228
157

133
115
103
200
200

250
161
176
132

17301481
17375999
17611247
18409605
19119203
19155326
19738796

21600547
23837506
25288487
25288491
25293817
25310883
26204786

26400179

27414933
27423302
27430958
27437456
27562446
27622724
27632462
27686343
27754033
27760879
27776701
27800094
27807745
27988789

28091131
28297253

28324873
28331598
28405513
28605643
29200493

29486344
30011088
30691936
30694200

Yes
Yes
Yes
Yes
Yes
Yes
Yes

Yes
Yes
Yes
Yes
Yes
Yes
Yes

Yes

Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes
Yes

Yes
Yes

Yes
Yes
Yes
Yes
Yes

Yes
Yes
Yes
Yes

Yes

Yes
Yes

Yes

Yes
Yes

Yes

Yes

Yes

Yes

Yes
Yes

Yes

Yes

Yes
Yes
Yes
Yes
Yes
Yes
Yes

Yes

Yes

Yes

Yes

50 Hamblin and
Aquadro (1999)

45 Hamblin and
Aquadro (1999)
45 Hamblin and

Aquadro (1999)

43/44  Hamblin and
border Aquadro (1999)
43 Hamblin and

Aquadro (1999)
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Appendix (Cont.)

Marker PrimerF PrimerR Size Base Position var ps
DPS3005 ggtccagaataaatgeccaa aactgcattgccaaacacaa 250 486100 Yes
DPS3020 aagccaagccagaccgacaa ccaaaccggttaggttaggcatt 130 1911592

Engrailed ccttctccagegageaat tgtaaatattttggtgcaaatatga 150 4578724 Yes
DPS3021 ggcaaaagtgtatctaattgetega ctacttgtcagagccatacatcagct 123 5718814 Yes
DPS3027 tggctgatgagcaaaacatgtgt tgcagcattagacagactcageg 126 9137579

DPS3007 ttaagcagatgggggatgag tttgcaagggcactaaaage 200 9160253 Yes
DPS3001 gggaaaccataagaaaatgcec gtacatgaatcggctacggg 150 9228999 Yes
DPS3022 gttggtcgaaaaccctcatcaatt gcatggacatccctatccatttgt 133 9339990

DPS3002 gagtccccaaaatccgaaac cccacaacggacagaaaaat 300 10101069 Yes
DPS3008 ggatgattgaagggctgaca ttgataaattgceccacaca 200 10108455 Yes
DPS3003 ggcecgaaaataaaacaaca ctgcactctcttteecectt 250 10754217 Yes
DPS3028 tctttaagtggcatacttcecateca gcttaccacatgecaaaccaga 130 12904806

DPS3006 caagtacggcaaggatttgg tgttgectacacatttecca 150 15411721 Yes
DPS3029 gaaacagtggctctggcetttgg ttccagcagagetgtgtgect 133 15573762

DPS3023 gaacatgagcgagccactgetat tgttatacgatcgcgacgtttca 142 16489121

DPS3024 gtgcctgtgtgagtgagagegt ttccatgtgectttggetttg 142 18174816 Yes
DPS3004 tgaacgtggtgggtgtagaa gtgacaaagaggaggtecca 250 18276909 Yes
DPS3025 gtgagtgtgccagggettgaa ctegttgagecgatttecatg 141 19052675 Yes
DPS3026 atttcataccgttccagggeg ccgttgatgecagegcetatttt 135 19284460
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Appendix (Cont.)

Base var
Marker PrimerF PrimerR Size Position Group Amplified ps
DPS4032 aataacccgatgtcaaagagcage taaacttgacgaaaggtgtgagcg 151 36882 4groupl Yes Yes
DPS4020 actgccttgaaccactcteeg cttgtgectgtgtgtcegataag 139 446923 4groupl Yes
DPS4028 aaaacgactcacgagcaaag gagcgctttagecatagggte 112 798839 4groupl Yes Adh is between
DPS4028 and
DPS4033

DPS4033 cctgeatttgtecgttcttcatt cagtgtcagagttccagagagcca 130 5068665 4groupl Yes Yes
DPS4029 ttggaaggtattttcgtacagag gctcacttctacggggttte 127 5100679 4groupl Yes
DPS4035 agttctcecgetgtgttgctggt ttccgagtgtgccagtatgtgagt 113 397540 4group2 Yes
DPS4022 ttttgcgegatageactttgg geegetgettgactattatattge 147 444102 4group2 Yes Yes
DPS4_1859 GTGTGCATGTAATAT- cagttgatgacgttagtggttcgattg 174 843054 4group2 Yes

CCAACGTGCTTAAC
DPS4023 tcagcacactgcetcggeaa tgctcgecagacaaatggaaaa 123 75905 4group3 Yes Yes
DPS4024 tctcagtgcagagaccacctec aatacacaatagcggcagcaaca 116 575505 4group3 Yes Yes
DPS4025 ggacacgacacgcaaactcataa gttgtaaatgtggegtgggagtat 135 11526277 4group3 Yes Yes
DPS4002 taccgtatgcaacccagett cggaatgcactctgctgata 100 11633818 4group3 Yes Yes
DPS4026 actgaacgaggcagattgtgtttg atttggtcaggcagtgcactctt 128 6306 4group4 Yes
DPS4030b tcaaatctgaagcaaacgaaa- acggaattacttttagtgctcgetetc 124 26275 4group4 Yes

cgaacatc
DPS4030 tgaactttcattgagcttctge agcggaatgtactcaccgag 146 31571 4group4 Yes Yes
DPS4001 gtctgetgegattaaaagee cggcaggcggtataaaaata 300 208643 4group4 Yes Yes
dpp ctgatgttgcagagcacgat tetttetttttectegtege 150 1725990 4group4 Yes Yes
DPS4_7059 TTAGAAGTGTGGCGA- gctggaa cggctttaaccctag 134 6389366 4group4 Yes

GTGGGC
DPS4031 cagcaggcegaatgatttcta geatggtgattgtacagega 122 1458056 4group5 Yes
DPS4034A2 teettcaaccattcactctacget tgccacagtttgactgeggt 187 1528965 4groups Yes Yes
DPS4034A4 agcggaagtgcagttgtgtgg gtggcaagacaatggcagea 90 1682376 4groups Yes Yes
DPS4034A8 GTGCCTCGTACATAA- AGCATTGACAGTTTC- 161 1838438 4group5 Yes Yes

ACAACAAGAGTG GACTGAGTGA
DPS4003 ttetgtecgetgeageecte tatcaagccatcttetgeac 250 2124275 4group5 Yes Yes
DPS4034 gccacgaatcccaagtcttaacat ggtaaggtgcgacgaggcttact 129 2327464 4groups Yes Yes

‘T8 19 SojuaLILIDG 21110 " ([



Appendix (Cont.)

Base
Marker PrimerF PrimerR Size Position Group Amplified var ps
eyeless ACTTCACAGGTTGTA- GTAGGTCGAGGC- 155 657541 5Group- Yes Yes digest with Hinfl
CAGTAATGTGTACC TATGAGGTCG MISC and visualize on

acrylamide
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