Supplemental Table. Genes analyzed in this study.

	Location in A. thaliana chromosome IV
	Gene
	Position (Mb) 1
	Genotyping methods 2
	Enzyme
	Primer F
	Primer R

	Arm
	At4g00030
	0.01
	PCR-RFLP
	HindIII
	GCTCCCACTGCCACCATTTG
	GGGCAAACGGAACTCACTGG

	Arm
	At4g00660
	0.27
	PCR
	
	GGTCGGGTTATCAACAACATC 
	TCTCATCCCATGCAACCAAG

	Arm
	At4g02390
	1.05
	PCR
	
	GGCTTAGATACAACAGGAACC
	ACACCAACTCTTCCCCATCTG

	Arm
	At4g04350
	2.13
	PCR-RFLP
	EcoRI
	CCAGAGCATCAGTTGTTGTC
	AAATAGCCAATCCCTCAACT

	heterochromatin
	At4g04890
	2.48
	PCR-RFLP
	DraI
	GAACAGGKGACATTYTGAGG
	CCAAAGAGACATCAACCACAGC

	heterochromatin
	At4g05420
	2.75
	PCR-RFLP
	FokI
	CTTTCAACTCTGCTGCTTTTCC
	GTTCCAATCGTRAGTTCACCT

	heterochromatin
	At4g06534
	3.36
	PCR-RFLP
	SspI
	TCCGTCGCTGGTGCTGTCTC
	TTTTCCATCCCATTCACTTC

	Centromere region
	At4g06599
	3.67
	PCR-RFLP
	EcoRV
	CTTCTCACCACCGTTTTACC
	AGAGCYGTGAYCTTGTAGTT

	Centromere region
	At4g06676
	3.90
	PCR-RFLP
	DraI
	GGATTTTAYGCCTTTCTACG
	ATAACACCAACAACAYAAACC

	Centromere region
	At4g06744
	4.07
	ASP
	
	AGTGACAATGGCTTCACTGC*
	ACCAATATCGATCACTGATGCT

CAATATCGATCACTGATGCC

	Centromere region
	At4g07390
	4.20
	PCR-RFLP
	AluI
	CTTGGTGGCTTGYATCTATTA
	CCAAGAGCGAAWCCCGTAAG

	Arm
	At4g08170
	5.16
	PCR-RFLP
	RsaI
	TCCGTAATCGTCAGTCAATG
	GAGACATCAGGTAGGGAGAAG

	Arm
	At4g10340
	6.41
	PCR-RFLP
	DdeI
	TGGAAAGAAGCCTGAGAACT
	TTCCAGCGATGACGGTAAGC

	Arm
	At4g12030
	7.21
	PCR-RFLP
	PstI
	CACTGCGGTCCTCGTTACAC
	GAGACGCCCATTAGAGACAT

	Arm
	At4g14210
	8.19
	ASP
	
	AGAGTTTCTTACTAACTAATGGAAGCACT
AGTTTCTTACTAACTAATGGAAGCACA
	CCAGGGATCTGGTAAAAGGA*

	Arm
	At4g18040
	9.21
	PCR-RFLP
	HinfI
	GAAGCATCCGAGCAAGTTAG
	AGGTTTCAAGCGGTGTAAGC

	near S-loci
	At4g19680
	10.70
	PCR-RFLP
	MboI
	CTCCTCTTTTCAGCCGTTAC
	CAGCCACCAAGACCTATGC

	near S-loci
	At4g20130
	10.88
	Indel
	
	TCCTTTGATGTATGCTTGATGA*
	CGTGTCTGTGCGATACTAACC

	near S-loci
	At4g20360
	10.99
	ASP
	
	GTGGAAAGTTCGAGAGGAAGAAA
GGAAAGTTCGAGAGGAAGAAG
	CGTGAGCGTAGTGACGATTC*

	near S-loci
	At4g20410
	11.01
	PCR-RFLP
	DraI
	GGAGTCTGCTGCTGCCTTAG
	GCAGGTCGTGAGCATACAGA

	near S-loci
	At4g20760
	11.13
	ASP
	
	GTCCTTGTTTTGCTTACTCATGGA
CCTTGTTTTGCTTACTCATGGG
	AGAGTGCCAACCACCAAGTC*

	near S-loci
	At4g20960
	11.21
	PCR-RFLP
	SspI
	TGGTAGGTTGTGTCATTGTCA
	GACCCCGCTACTACTGATTC

	near S-loci
	At4g21150
	11.28
	PCR-RFLP
	BsaAI
	CTACCAGAGCGTCCAGAGAAG
	CACGAACAACAGAAACACTCC

	near S-loci
	At4g21340
	11.35
	PCR-RFLP
	HinfI
	AAAACATTGATACCCTTGATGC
	TCGGAAARTGAGATGGTGTC

	near S-loci
	At4g21350
	11.36
	PCR-RFLP
	SalI
	GAATCAGCAGCTTCAACCAAA
	GTTATCCTCCAATCGGGTCATAC

	SRK locus
	At4g21366
	11.38
	PCR-RFLP
	MspI
	ATCTGACATAAAGATCTTGACC
	GATGGAMTCCGRTTTAKY GGCAT

	near S-loci
	At4g21430
	11.41
	PCR-RFLP
	BsmAI
	CTCTTTCCTCTCCCTCAAACTC
	CAATCTAGTAGTAGCGACAGCC

	near S-loci
	At4g21580
	11.48
	Indel
	
	TTGGGACATTTGCTATTCAG
	ACACCTTTCCCATCAGTTTC*

	near S-loci
	At4g21800
	11.57
	ASP
	
	TCGTACACTGCGACCTTAGC*
	TAAAACACAAAATCATTAGCATAGAACT
AAACACAAAATCATTAGCATAGAACG

	near S-loci
	At4g21960
	11.65
	Indel
	
	ATGATGGTGGCGATACTTTG*
	ATGAGACAACACCAGGACACT

	near S-loci
	At4g22200
	11.75
	Indel
	
	ACATCCACATAAGAGGTAAACAC*
	TCGTCGCCAGGAGATTCACC

	near S-loci
	At4g22360
	11.81
	PCR-RFLP
	SacI
	TTGCGTGTGGTTTTTGAGAC
	GCCTCAGCATCTCATTTATCC

	near S-loci
	At4g22720
	11.94
	PCR-RFLP
	AluI
	TTTCAGCCATTGTTGTTAGAG
	TCAATAGTCTCACCRAAAATCC

	Arm
	At4g25540
	13.04
	PCR-RFLP
	NdeI
	CATCCCCCAGAAATAGTAGC
	CCATGCTGGATACTGTCTGA

	Arm
	At4g28395
	14.04
	Indel
	
	TCCGTTGTTCTCTTACTCTCAG*
	CGGGATTCTTGGTGTTTCTG

	Arm
	At4g30950
	15.06
	Indel
	
	GCCTTCCTACCACTTGTCTACC*
	TTATCTTCACCCTATTCACCTC

	Arm
	At4g33250
	16.04
	Indel
	
	TCCAAGATCTGTGCTTGCTG*
	AAAATGTCAACTAAATAGGTTTCCAGA

	Arm
	At4g360603
	17.06
	ASP
	
	TGAGCTTGGAAAGGCACTAGGTAAT
AGCTTGGAAAGGCACTAGGTAAA
	CTCACGAGACGCTTGAGAGA*
CAAAGTGGAAGATGAGCAGAGC*

	Arm
	At4g38630
	18.06
	Indel
	
	TAGTTGGAAAAAGGCTGAAG
	CGCAGAAACATACCCACTTG*

	Arm
	At4g40080
	18.58
	PCR-RFLP
	AluI
	ACCTCGCCGTTATTCTCTCC
	GAAAGCTCCCACATCAAAGG


1 Position in A. thaliana chromosome IV.

2 PCR: Large indel scored by agarose gel separation, ASP: Allele specific primer induced fragment length difference, Indel: Small indel variant.

3 Four primer combinations were used.

* 5’ end labelled with FAM.
