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Supplementary Figure 1. Mating scheme to introduce a second chromosome from Canton-S into Raleigh inbred line backgrounds. P2: Canton S second chromosome with a P[GT1] insertion. C1: Canton S X chromosome. C2: Canton S second chromosome without a P[GT1] insertion. R1, R2, R3: Raleigh inbred line X, second and third chromosomes. Cy: CyO second chromosome balancer. Sb: TM3, Sb third chromosome balancer. Sp: second chromosome of unknown origin with dominant marker. H: third chromosome of unknown origin with dominant marker. Y: Y chromosome.  

