Supplementary Table 1. Homozygous and epistatic effects of P[GT1] insertions in a common isogenic background on startle-induced locomotion.
	
	
	C2 Gene
	Sema-1aBG02570
	CG8963BG02470
	roboBG01092
	lolaBG02501
	

	
	
	Score
	26.63
	23.15
	21.80
	21.48
	

	C3 Gene
	Score
	2a
	14.80****
	18.28****
	19.63****
	19.95****
	

	DoaBG02498
	35.80
	5.63***
	32.38
	26.38
	40.50
	12.13
	O

	
	
	
	21.00
	17.52
	16.17
	15.85
	E

	
	
	
	(11.38**
	(8.86*
	(24.33****
	3.72ns
	I

	neurBG02542
	34.23
	7.20***
	28.38
	18.75
	27.38
	17.18
	O

	
	
	
	19.43
	15.95
	14.60
	14.28
	E

	
	
	
	(8.95*
	(2.80ns
	(12.78**
	(2.90ns
	I

	CrcBG01724
	33.05
	8.38****
	24.85
	23.43
	31.13
	22.58
	O

	
	
	
	18.25
	14.77
	13.42
	13.10
	E

	
	
	
	(6.60ns
	(8.66*
	(17.71****
	(9.48*
	I

	mir-279BG01888
	32.80
	8.63****
	31.33
	23.63
	28.83
	10.63
	O

	
	
	
	18.00
	14.52
	13.17
	12.85
	E

	
	
	
	(13.33***
	(9.11*
	(15.66***
	2.22ns
	I

	LanABG01389
	31.55
	9.88****
	32.80
	25.38
	34.38
	14.48
	O

	
	
	
	16.75
	13.27
	11.92
	11.60
	E

	
	
	
	(16.05****
	(12.11**
	(22.46****
	(2.88ns
	I

	CspBG01863
	31.53
	9.90****
	24.68
	17.80
	27.53
	15.88
	O

	
	
	
	16.73
	13.25
	11.90
	11.58
	E

	
	
	
	(7.95*
	(4.55ns
	(15.63***
	(4.30ns
	I

	HLHm7BG02029
	28.78
	12.65****
	34.80
	28.35
	36.55
	16.80
	O

	
	
	
	13.98
	10.50
	9.15
	8.83
	E

	
	
	
	(20.82****
	(17.85****
	(27.40****
	(7.97ns
	I

	Sema-5cBG01245
	23.88
	17.55****
	27.23
	19.03
	25.50
	18.85
	O

	
	
	
	9.08
	5.60
	4.25
	3.93
	E

	
	
	
	(18.15****
	(13.43**
	(21.25****
	(14.92***
	I

	mir-317BG01900
	23.55
	17.88****
	30.80
	22.30
	25.93
	16.98
	O

	
	
	
	8.75
	5.27
	3.92
	3.60
	E

	
	
	
	(22.05****
	(17.03****
	(22.01****
	(13.38**
	I

	ttkBG01491
	22.90
	18.53****
	22.35
	17.28
	13.18
	11.05
	O

	
	
	
	8.10
	4.62
	3.27
	2.95
	E

	
	
	
	(14.25***
	(12.66**
	(9.91*
	(8.10*
	I

	emcBG00986
	22.80
	18.63****
	27.18
	22.60
	30.15
	10.90
	O

	
	
	
	8.00
	4.52
	3.17
	2.85
	E

	
	
	
	(19.18****
	(18.08****
	(26.98****
	(8.05*
	I


Startle-induced locomotion scores (s) are given for 15 homozygous P[GT1] insertions and 44 double homozygous genotypes (O). The homozygous effects (2a) are the deviations from the Canton S B control score. The expected (E) startle-induced locomotion scores of the double homozygous genotypes are calculated as the deviation of the sum of the respective homozygous effects from the Canton S B control score. The estimated epistatic effects (I) are the deviations of the observed from the expected double homozygous score. **** P < 0.0001; *** 0.0001 < P < 0.001; ** 0.001 < P < 0.01; * 0.01 < P < 0.05; ns P > 0.05. Epistatic effects exceeding the Bonferroni-corrected significance threshold are indicated in bold font.   


