Supplementary Material

Table S1: Plant materials.

	Taxon
	Accession
	Origin

	Zea mays ssp. mays (inbred) 
	B73
	Iowa, USA

	
	B97
	Iowa, USA

	
	CML52
	Mexico

	
	CML69
	Mexico

	
	CML103
	Mexico

	
	CML228
	Mexico

	
	CML247
	Mexico

	
	CML277
	Mexico

	
	CML322
	Mexico

	
	CML333
	Mexico

	
	HP301
	Indiana, USA

	
	IL14H
	Illinois, USA

	
	Kui3
	Thailand

	
	Kui11
	Thailand

	
	Ky21
	Kentucky, USA

	
	M37W
	South Africa

	
	M162W
	South Africa

	
	Mo17
	Missouri, USA

	
	Mo18W
	Missouri, USA

	
	MS71
	Michigan, USA

	
	NC350
	North Carolina, USA

	
	NC358
	North Carolina, USA

	
	Oh7B
	Ohio, USA

	
	Oh43
	Ohio, USA

	
	P39
	Indiana, USA

	
	Tx303
	Texas, USA

	
	Tzi8
	Nigeria

	
	W22
	Wisconsin, USA

	Zea mays ssp. mays (landrace)
	PI213793   
	Northern United States

	
	OAX68
	Southern Mexico

	
	URGII
	Uruguay

	
	MEX48 
	Central Mexico

	
	SIN2   
	Western Mexico

	
	PUE32
	Central Mexico

	
	VEN453
	Venezuela

	
	CHI349    
	Chile

	
	GUA131 
	Guatemala

	
	CHH160 
	Northern Mexico

	
	MAG450  
	Columbia

	
	YUC7 
	Southern Mexico

	
	APC13
	Peru

	
	SAN329
	Columbia

	Taxon
	Accession
	Origin

	Zea mays ssp. mays (landrace)
	GUA14
	Guatemala

	
	OXA70
	Southern Mexico

	Zea mays ssp. parviglumis 
	INIFAP-JSG y LOS 130
	Tzitzio, Michoacan

	
	INIFAP-JSG y LOS 119
	Teloloapan

	
	INIFAP-JSG y MAS 401
	La Lima, Jalisco

	
	CIMMYT-8783
	Teloloapan

	
	INIFAP-JSG 197
	Oaxaca

	
	INIFAP-JSG y LOS 109
	Palo Blanco

	
	INIFAP-JSG 378
	Acapulco

	
	INIFAP-JSG 374
	Tepoztlan, Morelos

	
	INIFAP-JSG y LOS 161
	Tejupilco, Mexico

	
	CIMMYT-11355
	Teloloapan

	
	NCRPIS-PI566686
	Huitzuco, Guerrero

	
	INIFAP-JSG y MAS 264
	Nayarit

	
	BFB-Benz 967
	Rodeo

	
	TAK-Kato Site 4
	Palo Blanco

	
	GWB-Beadle & Kato Site 4
	Palo Blanco

	
	HGW-Wilkes Site 6
	Teloloapan

	
	HHI-Iltis & Cochrane 81
	Teloloapan

	Zea mays ssp. mexicana
	INIFAP-JSG y LOS 49
	Puruandiro, Mich.

	
	LMP-Puga 11066
	Degollado, Jalisco

	
	JLK-G-347
	Nobogame

	
	CIMMYT-11374
	Chalco, Mexico

	Zea diploperennis
	Iltis et al 1250
	Las Joyas, Jalisco

	Tripsacum dactyloides
	David Timothy Collection 68-14-1
	Trujillo, Venezuela

	
	David Timothy Collection 68-23-1
	Tachira, Venezuela

	
	Doebley No. 644
	Waldo, Fla


Supplementary Results

We used polymorphism data of 30 presumably neutral control genes to estimate the most likely bottleneck severity (parameterized by the ratio Nb/d) for maize domestication. AY111689 and AY111546 were excluded because of their domestication gene candidacy as indicated by the pair-wise HKA test (Table 3) or results obtained from Tajima’s D and Fay and Wu’s H test (Supplementary Table 2). Consistent with previous studies (Eyre-Walker et al. 1998; Tenaillon et al. 2004), we found that the duration time of the bottleneck (d) and the bottlenecked population size (Nb) were positively correlated and that Nb/d determined the effect of the bottleneck on the level of genetic variation in maize. Over the three simulated values of d (d = 500, 1000, and 1500), the multi-locus approximate likelihood curves based on a fitting criterion of ±20% Smaize (Tenaillon et al. 2004) were largely overlapping, with the best estimate of Nb/d being 1.7~1.8 (d = 500, Nb/d = 1.8; d = 1000, Nb/d = 1.8; d=1500, Nb/d = 1.7) (Supplementary Figure 1A). The likelihood ratio (LR) statistic indicated that the 95% confidence interval of Nb/d was roughly ~1.2 - ~2.6 regardless of the value of d. 
We also estimated the bottleneck effect using ± 20% ( or joint S-( as a fitting criterion. In the case of (, the likelihood surfaces were comparable to the ones conditioned on the number of segregating sites S. However, the best estimates of Nb/d were shifted a little downwards (Nb/d = 1.2) and the confidence interval fitted by ( was ~0.9 - ~1.9 (Supplementary Figure 1B). When S and ( were jointly used as the fitting criterion, the likelihood curves had a maximum at Nb/d = 1.8 to 2.0, with the 95% confidence intervals equal to ~1.3 - ~3.0 (Supplementary Figure 1C). The discrepancy between results from different summary statistics may be due to the fact that the spectrum of nucleotide variation in teosinte is skewed toward low frequency variants (Tenaillon et al. 2004; Zhang et al. 2002), which has little effect on S but can introduce a large difference in ( values observed for maize landraces. Therefore, we chose S as the summary statistic to test for selection under the bottleneck model.

Table S2: Tajima’s D and Fay and Wu’s H.
	
	
	
	Tajima’s Da
	
	Fay and Wu’s Hb

	Gene
	Panzea Marker
	Group
	Maize inbreds
	Maize landraces
	Teosinte
	
	Maize inbreds
	Maize landraces
	Teosinte

	AY109828
	PZD00004
	MADS
	1.6419 
	0.3942 
	-1.3875 
	
	1.850 
	0.100 
	1.730

	CA483635
	PZD00005
	MADS
	2.6893**
	1.6789 
	-0.8790 
	
	1.690 
	2.150 
	3.720 

	silky1
	PZD00072
	MADS
	1.1449 
	1.2029 
	-0.5504 
	
	2.830 
	2.720 
	4.000 

	zag1
	PZD00011
	MADS
	0.5281 
	-0.4574 
	-0.4014 
	
	-3.560 
	-3.440 
	-0.630 

	
	PZD00012
	MADS
	NA
	-1.8309
	-1.5158
	
	NA
	-3.267 
	-9.527 

	zag2
	PZD00013
	MADS
	NA
	0.9278
	-0.8590
	
	NA
	-1.724 
	2.036 

	
	PZD00014
	MADS
	-1.6028 
	-2.3884
	-0.8224 
	
	-8.680
	-4.780
	-2.290 

	
	PZD00015
	MADS
	-0.7905
	-1.9286
	-1.2813
	
	-3.840
	-3.270 
	4.230

	
	PZD00016
	MADS
	-0.7905
	NA
	-0.6053
	
	-6.740 
	NA
	2.670 

	zag3
	PZD00017
	MADS
	-1.7324*
	-0.7727 
	-0.7616 
	
	-2.260 
	-2.200 
	1.940 

	zag5
	PZD00018
	MADS
	1.0044 
	0.7272 
	-1.4083 
	
	-2.150 
	0.190 
	1.870 

	zagl1
	PZD00019
	MADS
	NA
	-1.8301
	-0.3467
	
	NA
	0.470 
	0.250 

	
	PZD00020
	MADS
	NA
	-1.1622
	-0.4510
	
	NA
	0.120 
	3.370 

	
	PZD00021
	MADS
	NA
	NA
	-0.4598
	
	NA
	NA
	0.450 

	zap1
	PZD00022
	MADS
	1.8980*
	1.5130 
	0.1476 
	
	1.540 
	1.250 
	2.400 

	zmm1
	PZD00033
	MADS
	-0.6555 
	-1.2409 
	-0.7668 
	
	-1.020 
	-2.720 
	-1.250 

	zmm14
	PZD00026
	MADS
	-0.3937 
	-0.4352 
	-0.9444 
	
	-6.080 
	-0.700 
	5.960 

	zmm16
	PZD00027
	MADS
	-0.5058 
	-0.8544 
	-0.2568 
	
	-1.960 
	-4.340 
	-3.000 

	zmm17
	PZD00028
	MADS
	2.1791*
	1.7458*
	-0.1322 
	
	0.690 
	0.900 
	-0.440 

	zmm19
	PZD00029
	MADS
	NA
	-0.5248
	-0.2458
	
	NA
	-6.400 
	1.238 

	
	PZD00030
	MADS
	-1.0607
	-0.5452
	-1.0542
	
	-1.910 
	-0.680 
	-1.150 

	
	PZD00031
	MADS
	-0.5470
	-1.7172
	-0.5992
	
	0.390 
	1.450 
	-0.150 

	zmm2
	PZD00034
	MADS
	-2.1090*
	1.1700
	-0.7634
	
	-7.660*
	1.720
	4.610

	zmm20
	PZD00035
	MADS
	0.6531 
	-1.4261 
	-0.3424 
	
	1.430 
	4.420 
	4.980 

	zmm21
	PZD00036
	MADS
	0.2216 
	-0.1968 
	-0.7399 
	
	2.600 
	3.520 
	6.220 

	zmm22
	PZD00037
	MADS
	-1.1624 
	0.2080 
	0.4285 
	
	0.090 
	0.180 
	2.020 

	zmm23
	PZD00038
	MADS
	0.1851 
	1.2619 
	-0.6812 
	
	-5.890 
	-1.050 
	0.800 

	zmm24
	PZD00039
	MADS
	-0.3174 
	-0.8572 
	0.0171 
	
	2.870 
	2.990 
	2.240 

	zmm25
	PZD00040
	MADS
	-1.8973*
	-0.5023 
	-0.7863 
	
	-4.530*
	-2.770 
	0.760 

	zmm26
	PZD00041
	MADS
	0.4025 
	0.1358 
	-0.5635 
	
	0.730 
	1.010 
	-1.240 

	zmm27
	PZD00042
	MADS
	0.9124 
	-0.5326
	-0.9370
	
	-1.130 
	1.720 
	0.910 

	zmm28
	PZD00043
	MADS
	NA
	-1.9108
	-0.2758
	
	NA
	-3.095 
	1.500

	
	PZD00044
	MADS
	-2.3702**
	-2.3923***
	-0.9561
	
	-15.220**
	-7.800**
	-8.000 

	
	PZD00045
	MADS
	NA
	-2.1625
	-0.2304
	
	NA
	-9.162 
	3.400 

	zmm3
	PZD00047
	MADS
	NA
	-0.7845
	-0.6539
	
	NA
	-11.895
	3.495

	
	PZD00048
	MADS
	-1.2957
	0.6500
	-1.2316
	
	0.340
	0.270
	0.000

	
	PZD00049
	MADS
	NA
	0.6287
	-1.2471
	
	NA
	1.582
	3.655

	zmm31
	PZD00046
	MADS
	0.8278
	0.4804
	-0.6121
	
	-0.360
	0.350
	3.600

	zmm5
	PZD00050
	MADS
	0.4483
	-0.4928
	-0.1654
	
	2.310
	1.900
	2.310

	zmm6
	PZD00051
	MADS
	NA
	-1.0332
	-0.9007
	
	NA
	-1.283 
	0.394 

	
	PZD00052
	MADS
	NA
	0.4658
	-0.4451
	
	NA
	0.950 
	1.848 

	zmm6
	PZD00053
	MADS
	0.9849
	<0.001
	-1.6693
	
	0.210
	-0.370 
	-15.730 

	zmm7
	PZD00054
	MADS
	2.1866*
	0.9208
	-0.2545 
	
	0.450 
	1.430 
	-0.710 

	zmm8
	PZD00055
	MADS
	0.3523
	-0.2274 
	-0.8768 
	
	-0.110 
	-1.330 
	6.420 

	Zmmads2
	PZD00056
	MADS
	0.6813
	0.6813 
	-0.7825 
	
	1.930 
	-1.180 
	2.880 

	Zmmads3
	PZD00057
	MADS
	-0.4344 
	-0.4344 
	-0.9371 
	
	-4.040 
	-1.780 
	-1.330 

	AY104395
	PZA02980
	Random
	-1.4296
	1.1002
	-0.5063
	
	NA
	NA
	NA

	AY105273
	PZA02792
	Random
	1.3758
	-0.0483
	-0.6920
	
	1.86
	1.4
	0.03

	AY105750
	PZA00188
	Random
	-1.6293
	-1.2630
	-0.5376
	
	NA
	NA
	NA

	AY106506
	PZA00029
	Random
	-0.0169
	-1.3193
	-0.4873
	
	-0.73
	-0.66
	1.96

	AY106816
	PZA00638
	Random
	0.7310
	1.0940
	-0.8285
	
	NA
	NA
	NA

	AY106876
	PZA00618
	Random
	-0.9112
	-0.6238
	-0.7983
	
	NA
	NA
	NA

	AY107192
	PZA00522
	Random
	0.7719
	-0.1358
	-0.1822
	
	NA
	NA
	NA

	AY107248
	PZA00508
	Random
	-0.6208
	-0.0371
	-0.2573
	
	NA
	NA
	NA

	AY107317
	PZA00496
	Random
	-0.5640
	-1.5192
	-0.7186
	
	NA
	NA
	NA

	AY107667
	PZA00440
	Random
	-0.4601
	0.1526
	-1.6362
	
	NA
	NA
	NA

	AY107692
	PZA00436
	Random
	-0.1126
	0.5954
	-0.3563
	
	NA
	NA
	NA

	AY107967
	PZA00393
	Random
	-1.0688
	-0.3301
	-1.1085
	
	0.92
	0.38
	-1.2

	AY107970
	PZA00392
	Random
	-1.9592
	0.5581
	-0.8160
	
	-2.83
	1.46
	-2.22

	AY108077
	PZA00382
	Random
	-0.2346
	-0.8139
	-1.3552
	
	3.01
	2.44
	-0.18

	AY108087
	PZA00381
	Random
	1.1811
	-1.1540
	-0.5154
	
	NA
	NA
	NA

	AY108201
	PZA00365
	Random
	1.0483
	-1.4898
	-1.2926
	
	-0.18
	-6.26
	-4.91

	AY108540
	PZA00300
	Random
	1.1946
	0.2311
	0.0921
	
	-2.51
	0.39
	1.36

	AY108738
	AY108738
	Random
	-0.1740
	-0.6200
	-0.7330
	
	-3.16
	-2.4
	-4

	AY110882
	PZA00256
	Random
	-1.7607
	-1.0447
	-0.5991
	
	NA
	NA
	NA

	AY110897
	PZA00100
	Random
	0.3979
	0.3576
	0.0147
	
	NA
	NA
	NA

	AY110958
	PZA00097
	Random
	-0.2997
	0.7107
	-0.8856
	
	-0.53
	0.63
	-6.31

	AY110964
	PZA00096
	Random
	-0.2268
	-1.1544
	-1.4680
	
	-5.01
	-6.38
	-0.87

	AY111431
	PZA00731
	Random
	1.2910
	1.7157
	-0.0364
	
	0.63
	0.27
	2.5

	AY111546
	PZA00719
	Random
	NA
	-1.8309
	-0.4568
	
	NA
	NA
	NA

	AY111689
	PZA00710
	Random
	0.5399
	1.8697
	-1.1964
	
	-5.06
	-5.35
	0.71

	AY111711
	PZA00706
	Random
	1.1521
	-0.4416
	-0.1106
	
	NA
	NA
	NA

	AY111763
	PZA00704
	Random
	-0.9006
	-0.4610
	-1.1278
	
	0.92
	-1.7
	-1.75

	AY111798
	PZA00694
	Random
	-0.1344
	0.6814
	-0.9692
	
	0.21
	-1
	2.53

	AY112207
	PZA00570
	Random
	0.0454
	-0.3119
	-0.1057
	
	-4.42
	3.43
	4.66

	AY112358
	PZA00553
	Random
	-0.4252
	-0.9446
	0.1660
	
	NA
	NA
	NA

	AY112456
	PZA00543
	Random
	1.4012
	-0.0618
	-0.3751
	
	NA
	-4.2
	1.91

	AY112544
	PZA00538
	Random
	0.8426
	0.4373
	0.1425
	
	-4.5
	-0.38
	2.91


aTajima’s D was measured at all sites.

bFay and Wu’s H statistic was measured at all sites.
*0.01 ≤ P < 0.05; **0.001 ≤ P < 0.01;  ***P < 0.001.
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Supplementary Figure 1. Multi-locus relative natural log likelihoods as a function of the bottleneck parameter k = Nb/d. Likelihood curves were constructed for three difference values of d. (A) Relative natural log likelihoods for 30 putatively neutral control genes conditioned on Smaize. (B) Relative natural log likelihoods for 30 putatively neutral control genes conditioned on πmaize. (C) Relative natural log likelihoods for 30 putatively neutral control genes conditioned on joint summary statistic S-π of maize. 











