Supplementary Table 1: Genome-wide distribution of total CNVs across 12 populations
	Populations


	Individuals

Assessed
	Total CNV

	
	
	Mean Count
	Size (kb)

	HapMap-YRI-Africa 
	90
	9.74
	3070±1500

	HapMap-CEU-Europe
	90
	11.76
	5950±3000

	Ashkenazi Jews I
	464
	27.8
	7830±3900

	Ashkenazi Jews II
	480
	26.41
	7320±3600

	HapMap-CHB-China
	44
	9.70
	3020±1500

	China
	155
	18.64
	6190±3090

	Tibet
	31
	33.90
	5500±2700

	India
	38
	30.70
	8900±2200

	HapMap-JPT-Japan
	45
	10.73
	3760±1800

	Australia
	53
	43.03
	9820±4900

	New World
	41
	47.51
	13050±6500

	Taiwan
	184
	34.39
	10240±5100


