Supplementary information
Table 1 , herd (above diagonal) and genetic (below diagonal) correlations  among odd and even-chain saturated FA  in milk samples of 1912 Holstein-Frisian cows.  
	
	C4:0
	C5:0
	C6:0
	C7:0
	C8:0
	C9:0
	C10:0
	C11:0
	C12:0
	C13:0
	C14:0
	C15:0
	C16:0
	C17:0

	C4:0
	
	-0.221
	0.521
	-0.411
	-0.061
	-0.501
	-0.321
	-0.551
	-0.291
	-0.531
	-0.371
	-0.391
	0.041
	-0.101

	C5:0
	-0.162
	
	0.251
	0.971
	0.411
	0.751
	0.531
	0.691
	0.181
	0.731
	0.221
	0.481
	0.121
	0.231

	C6:0
	0.482
	-0.153
	
	0.191
	0.781
	0.261
	0.581
	0.221
	0.071
	0.211
	0.201
	-0.051
	0.131
	-0.011

	C7:0
	-0.242
	0.921
	-0.183
	
	0.561
	0.901
	0.711
	0.871
	0.301
	0.901
	0.371
	0.561
	0.051
	0.241

	C8:0
	-0.052
	-0.023
	0.821
	0.172
	
	0.701
	0.931
	0.671
	0.311
	0.641
	0.511
	0.211
	0.001
	0.041

	C9:0
	-0.552
	0.901
	-0.082
	1.001
	0.332
	
	0.841
	0.991
	0.411
	0.981
	0.471
	0.571
	0.011
	0.191

	C10:0
	-0.402
	0.123
	0.552
	0.372
	0.921
	0.522
	
	0.831
	0.471
	0.791
	0.671
	0.341
	0.041
	0.061

	C11:0
	-0.592
	0.801
	-0.042
	0.981
	0.402
	0.991
	0.602
	
	0.451
	0.991
	0.491
	0.601
	0.031
	0.201

	C12:0
	-0.562
	0.112
	0.342
	0.492
	0.811
	0.652
	0.961
	0.722
	
	0.391
	0.791
	-0.041
	-0.061
	-0.531

	C13:0
	-0.522
	0.732
	0.193
	0.911
	0.602
	0.961
	0.732
	0.971
	0.821
	
	0.501
	0.601
	0.031
	0.301

	C14:0
	-0.492
	0.083
	0.082
	0.202
	0.502
	0.332
	0.721
	0.432
	0.761
	0.622
	
	0.121
	0.121
	-0.221

	C15:0
	-0.402
	0.991
	-0.362
	0.981
	-0.162
	0.861
	0.042
	0.811
	0.202
	0.752
	0.122
	
	0.331
	0.701

	C16:0
	0.522
	-0.163
	0.152
	-0.313
	-0.332
	-0.302
	-0.642
	-0.362
	-0.672
	-0.423
	-0.841
	-0.103
	
	0.321

	C17:0
	-0.332
	0.822
	-0.582
	0.642
	-0.522
	0.451
	-0.342
	0.412
	-0.182
	0.193
	-0.192
	0.702
	-0.063
	


1SE <0.1
2SE between 0.1 and 0.2

3SE between 0.2 and 0.3

Table 3, Herd (above diagonal) and genetic (below diagonal) correlations among branched chain FA in milk samples of 1912 Holstein-Friesian cows.
	
	C14:0 iso
	C15:0 ante iso
	C16:0 iso
	C17:0 iso
	C17:0 ante iso

	C14:0 iso
	
	0.431 
	0.781 
	0.501 
	0.051 

	C15:0 ante iso
	-0.333 
	
	0.181 
	0.801 
	0.741 

	C16:0 iso
	0.961 
	-0.153 
	
	0.361 
	0.131 

	C17:0 iso
	-0.293 
	0.851 
	-0.303 
	
	0.631 

	C17:0 ante iso
	-0.592 
	0.582 
	-0.513 
	0.552 
	


1SE <0.1
2SE between 0.1 and 0.2

3SE between 0.2 and 0.3

Table 4, Herd (above diagonal) and genetic (below diagonal)  correlations among the C18FA in milk samples of 1912 Holstein-Friesian cows.  
	
	C16:1 trans 9
	C18:0
	C18:1 cis 9
	C18:1 cis 11
	C18:1 cis 12
	C18:1 cis 13
	C18:1 trans 4-8
	C18:1 trans 9
	C18:1 trans 10
	C18:1 trans 11
	C18:1 trans 15
	C18:2  cis 9,12
	C18:2 cis 9, trans 11 (CLA)
	C18:3 cis-9,12,15
	C20:0

	C16:1 trans 9
	
	0.271
	0.451
	-0.301
	-0.171
	0.001
	0.081
	0.091
	-0.031
	0.881
	0.261
	-0.061
	0.891
	0.381
	0.191

	C18:0
	-0.483
	
	0.821
	-0.111
	0.211
	0.021
	0.361
	0.341
	0.041
	0.421
	0.251
	0.081
	0.321
	0.001
	0.481

	C18:1 cis 9
	0.303
	-0.413
	
	0.131
	0.131
	0.211
	0.411
	0.441
	0.181
	0.511
	0.171
	0.121
	0.521
	0.091
	0.431

	C18:1 cis 11
	0.672
	0.023
	0.353
	
	0.391
	0.261
	0.501
	0.471
	0.421
	-0.261
	-0.171
	0.431
	-0.191
	-0.351
	-0.031

	C18:1 cis 12
	0.582
	-0.273
	0.473
	0.333
	
	0.421
	0.771
	0.741
	0.601
	0.121
	0.571
	0.771
	0.091
	-0.181
	0.061

	C18:1 cis 13
	0.333
	-0.073
	0.373
	0.762
	0.572
	
	0.491
	0.601
	0.541
	0.161
	0.571
	0.281
	0.181
	0.051
	-0.301

	C18:1 trans 4-8
	0.532
	0.053
	0.253
	0.472
	0.682
	0.772
	
	0.951
	0.821
	0.331
	0.431
	0.681
	0.331
	-0.181
	0.141

	C18:1 trans 9
	0.862
	-0.443
	0.632
	0.592
	0.802
	0.453
	0.662
	
	0.791
	0.381
	0.461
	0.641
	0.381
	-0.151
	0.101

	C18:1 trans 10
	0.593
	-0.324
	0.463
	0.942
	0.533
	0.682
	0.782
	0.822
	
	0.161
	0.381
	0.581
	0.161
	-0.071
	-0.101

	C18:1 trans 11
	0.452
	0.053
	0.123
	0.403
	0.612
	0.323
	0.692
	0.782
	0.543
	
	0.311
	0.171
	0.971
	0.311
	0.201

	C18:1 trans 15
	0.113
	0.283
	-0.004
	0.573
	0.792
	0.563
	0.732
	0.513
	0.553
	0.582
	
	0.341
	0.291
	0.331
	-0.111

	C18:2 cis 9,12
	0.572
	-0.273
	0.413
	0.333
	0.971
	0.452
	0.522
	0.861
	0.443
	0.632
	0.662
	
	0.201
	-0.201
	0.021

	C18:2 cis 9, trans 11 (CLA)
	0.672
	-0.582
	0.542
	0.353
	0.692
	0.342
	0.552
	0.871
	0.553
	0.761
	0.293
	0.682
	
	0.341
	0.211

	C18:3 cis-9,12,15
	0.732
	-0.363
	0.622
	0.553
	0.892
	0.652
	0.732
	0.991
	0.733
	0.941
	0.503
	0.901
	0.951
	
	-0.051

	C20:0
	-0.263
	0.911
	-0.323
	-0.043
	-0.233
	-0.203
	0.073
	-0.173
	-0.294
	0.422
	0.303
	-0.213
	-0.143
	-0.063
	


1SE <0.1
2SE between 0.1 and 0.2

3SE between 0.2 and 0.3
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