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Table S1. Information on allelic diversity of the CXCL8 and CXCR2 genes in Simmental breed.

Reference

Mutation type on

Hetero-

Allelic

Name Gene SNP ARS-UCD1.2 PIC zygosity  Diversity Chi-Sq P> Chi-Sq
Chr 6
NC 037333
SNP 1 I1L8-697 rs110291328 g.88810697 G>A 0.2493  0.2903 0.2919 0.0009 0.9762
SNP 2 IL8-2367 rs133728598 g.88812367 A>G 0.2340 0.2581 0.2706 0.0660 0.7972
SNP 3 IL8-3179 rs134771119 0.88813179 G>A 0.2688 0.2667 0.3200 0.8333 0.3613
SNP 4 rs41255759 0.88813663 T>C 0.2493  0.2903 0.2919 0.0009 0.9762
SNP 5 rs41255762 g.88813789 G>A 0.2493 0.2903 0.2919 0.0009 0.9762
Chr 2
NC 037329
SNP 6 CR2-827 rs378507858 0.106184827 C>A 0.1373 0.0968 0.1483 3.7406 0.0531
SNP 7  CR2-2132 rs43316867 0.106186132 G>A 0.2765 0.2903 0.3314 0.4768 0.4899
SNP8  (Rr2-7583 Novel 9.106191583 T>C 0.3740 09355 04979  23.9403 <.0001
SNP 9 CcR2-7587 Novel 0.106191587 C>T 0.3740 0.9355 0.4979 23.9403 <.0001
SNP 10  (R2-7505 Novel 9.106191595 A>G 0.3740 09355 04979  23.9403 <.0001
SNP 11 cRr2-7649 rs132993381 0.106191649 A>G 0.3578 0.7419 0.4667 10.7817 0.0010
SNP 12 (R2.7733  rs460354284  §.106191733 C>T 0.3619  0.7742 0.4745  12.3657 0.0004
SNP 13 cR2-7807 rs211042414 0.106191807 T>C 0.3476 0.6774 0.4480 8.1327 0.0043
SNP 14 (Rr2-8040  rs209319366  g.106192040 A>C 0.3684  0.8387 0.4870  16.1698 <.0001
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Linkage disequilibrium between the SNPs of the CXCL8-CXCR2 genes, identified in the Simmenthal cattle breed.
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