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Supplemental Fig. S1. Morphological identification of Fasciola hepatica worms.
A: Fasciola hepatica worms collected from the liver of sheep (unstained); B: Fasciola hepatica worms stained with Giemsa.  
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Supplemental Fig. S2. Schematic diagram of assembly of CGIA test strip.
[image: image3.jpg]81




Supplemental Fig. S3. Amplification of CatL1D (A), CatB4 (B) and MeCatL-B (C) genes of Fasciola hepatica.
M: DNA marker (DL-2000); 1, 2: CatL1D gene; 3, 4: CatB4 gene; 5: Fragment encoding dominant epitope of CatL1D; 6: Fragment encoding the dominant epitope of CatLB4; 7: Generation of MeCatL-B fusion gene by SOE-PCR.

1         ATGGCCGTACCCGACAAAATTGACTGGCGTGAATCTGGTTATGTGACGGAGGTGAAAGAT
1          M  A  V  P  D  K  I  D  W  R  E  S  G  Y  V  T  E  V  K  D 
61        CAGGGAAACTGTGGCTCCTGTTGGGCATTCTCAACAACCGGTACTATGGAGGGACAGTAT

21         Q  G  N  C  G  S  C  W  A  F  S  T  T  G  T  M  E  G  Q  Y  

121       ATGAAAAACGAAAGAACTAGTATTTCATTCTCTGAGCAACAACTGGTCGATTGTAGCCGT

41         M  K  N  E  R  T  S  I  S  F  S  E  Q  Q  L  V  D  C  S  R  

181       CCTTGGGGAAATAATGGTTGCGGTGGTGGATTGATGGAAAATGCTTACCAATATTTGAAA

61         P  W  G  N  N  G  C  G  G  G  L  M  E  N  A  Y  Q  Y  L  K  

241       CAATTTGGATTGGAAACCGAATCCTCTTATCCGTACACGGCTGTGGAAGGTCAGTGTCGA

81         Q  F  G  L  E  T  E  S  S  Y  P  Y  T  A  V  E  G  Q  C  R  

301       TACAATAAGCAGTTAGGAGTTGCCAAAGTGACTGGCTACTATACTGTGCATTCTGGCAGT

101        Y  N  K  Q  L  G  V  A  K  V  T  G  Y  Y  T  V  H  S  G  S  

361       GAGGTAGAATTGAAAAATCTAGTCGGTGCCGAAGGACCTGCCGCGGTCAGCGATCGGATA
121        E  V  E  L  K  N  L  V  G  A  E  G  P  A  A  V  S  D  R  I  

421       TGCATTCATTCTAATGGTCAGATGAAACCACGCTTGAGCGCAAGAGATCTTGTCAGTTGT

141        C  I  H  S  N  G  Q  M  K  P  R  L  S  A  R  D  L  V  S  C  

481       TGCGGTCCTCGTGGCGACGGATGCAACATTGGCAATGCGCCAGATGCTTGGGATTATTGG

161        C  G  P  R  G  D  G  C  N  I  G  N  A  P  D  A  W  D  Y  W  

541       AAAAGCAATGGCATTGTGACTGGTGGTTCATTTGAGGAGCCCACTGGATGCGTACCCTAT

181        K  S  N  G  I  V  T  G  G  S  F  E  E  P  T  G  C  V  P  Y  

601       CCGTTCCCCAAATGTGATCATTATATACCTTCGACAGGATTGAAACCTTGCCCGAAGAAA

201        P  F  P  K  C  D  H  Y  I  P  S  T  G  L  K  P  C  P  K  K  

661       GCTTATCCAACACCCAGTTGTCAAAGGAAATGTCAAGTGGGGTATAATAAAACGTATGAT

221        A  Y  P  T  P  S  C  Q  R  K  C  Q  V  G  Y  N  K  T  Y  D  

721       GAAGATAAATTTTACGGAGCATCATCATATAATGTGCACAAAGATGAGAAGGATATCATG

241        E  D  K  F  Y  G  A  S  S  Y  N  V  H  K  D  E  K  D  I  M  

781       TACGAAATTATGAAAAACGGTCCAGTGTGA

261        Y  E  I  M  K  N  G  P  V  *                                
Supplemental Fig. S4. The nucleotide acid sequence of fusion gene MeCatL-B and it’s encoding 
amino acid sequence.
Note: The amino acid sequence encoded by the CatL1D gene is located at positions 1 to 136 (red font); the amino acid sequence encoded by the CatB4 gene is located at positions 137 to 269 (black font); the fusion part sequence is indicated by box frame.
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