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Supplementary Figure 1. Maximum likelihood phylogeny of a subset of Sedentaria based on the

dataset including the nucleotide sequences of 13 PCGs (nucP).
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Supplementary Figure 2. Maximum likelihood phylogeny of a subset of Sedentaria based on the
dataset including the nucleotide sequences of 13 PCGs and 2 rRNAs (nucPR).



T00 Erpobdella_octoculata
Poecilobdella_manillensis
Hirudo_nipponia

Whitmania_laevis

100 Whitmania_laevis_2_
100 L———— Whitmania_acranulata
100 100 Hirudo_medicinalis
Hirudo_verbana
100 H; _crenata
Erpobdella_japonica
Codonobdella_sp_IK-2021
eylar _arugamensis
Ozobranchus_jantseanus
100 700 F _lamothei
P g -
t ia,
_peledina
700 Amynlha.s, p :,.
100 94 Metaphire_vulgaris
roo T _birmanicus
I— Perionyx_excavatus
95 Aporrectodea_rosea
QG_E Eisenia_balatonica
Lumbricus_terrestris
oo Por _corethrurus
Drawida_japonica
98 .mc- itrite_affinis
Pista_cristata
100 Thelepus_plagiostoma
Melinna_cristata
Te _stroemii
Auchenoplax_crinita
Eclysippe_vanelli
- sp._AB-2017
Paralvinella_sulfincola
Pectinaria_gouldii
Abarenicola_claparedi_oceanica
C _torquata
Travisia_sanrikuensis
Armandia_sp.
Notomastus_sp.
,W Urechis_caupo
L——  Urechis_unicinctus
Lamellibrachia_luymesi
100

_brattstromi

0.2

Supplementary Figure 3. Maximum likelihood phylogeny of a subset of Sedentaria based on the
dataset including the nucleotide sequences of 13 PCGs and 2 rRNAs after ambiguous positions

excluded (nucPRt).
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Supplementary Figure 4. Maximum likelihood phylogeny of a subset of Sedentaria based on the

dataset including the amino acid sequences of 13 PCGs (aaP).
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Supplementary Figure 5. Maximum likelihood phylogeny of a subset of Sedentaria based on the

dataset including the amino acid sequences of 13 PCGs after ambiguous positions excluded (aaPt).



