S3. Summary of analyses for size of attachment structures corrected for host phylogeny using the phylogenetically independent contrasts method, including number of contrasts/degrees of freedom (N/df), Pearson-product moment correlation coefficient (r), t-statistic value (t), and P-value (*denotes statistically significant relationships)

	Bothridial surface area



	Predictor
	N/df
	r
	t
	P

	Host length
	120/40
	0.1785
	1.98
	0.0548

	Maximum tapeworm length
	116/36
	0.4869
	5.98
	<0.0001*

	Maximum tapeworm width
	111/31
	0.5827
	7.72
	<0.0001*

	Maximum no. proglottids
	106/26
	0.6238
	8.18
	<0.0001*

	Accessory sucker surface area
	101/21
	0.7743
	12.23
	<0.0001*

	Hook length
	120/40
	0.7474
	12.27
	<0.0001*

	Accessory sucker surface area

	Host length
	110/30
	0.2325
	2.50
	0.0182*

	Maximum tapeworm length
	109/29
	0.5581
	6.99
	<0.0001*

	Maximum tapeworm width
	107/27
	0.5636
	7.02
	<0.0001*

	Maximum no. proglottids
	100/20
	0.5107
	5.91
	<0.0001*

	Bothridial surface area
	101/21
	0.7743
	12.23
	<0.0001*

	Hook length
	112/32
	0.6719
	9.61
	<0.0001*

	Hook length



	Host length
	140/60
	0.2141
	2.58
	0.0122*

	Maximum tapeworm length
	137/57
	0.3521
	4.39
	<0.0001*

	Maximum tapeworm width
	128/48
	0.3714
	4.51
	<0.0001*

	Maximum no. proglottids
	121/41
	0.3334
	3.87
	<0.0001*

	Bothridial surface area
	120/40
	0.7474
	12.27
	<0.0001*

	Accessory sucker surface area
	112/32
	0.6719
	9.61
	<0.0001*

	Handle length



	Host length
	128/48
	0.3362
	4.02
	<0.0001*

	Maximum tapeworm length
	128/48
	0.5468
	7.36
	<0.0001*

	Maximum tapeworm width
	119/39
	0.6214
	8.61
	<0.0001*

	Maximum no. proglottids
	116/36
	0.5524
	7.10
	<0.0001*

	Bothridial surface area
	113/33
	0.7777
	13.09
	<0.0001*

	Axial prong length
	131/51
	0.7425
	12.64
	<0.0001*

	Abaxial prong length
	130/50
	0.5982
	8.48
	<0.0001*

	Total hook length
	131/51
	0.8694
	20.06
	<0.0001*


