Neighbour Joining tree for the Beetsterzwaag sample.  Numbers record percentage (500 replicates) bootstrap support at the corresponding node.  Boxes enclose the three putative clades. Clade I, centred on haplotype 3 in Fig. 4, Clade II, centred on a virtual node in Fig. 4 and Clade III, centred on haplotype 12 in Fig. 4.
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