Supplementary Table S1.  Subunit structure of IMPDH.
	species
	method
	monomer 
	subunit structure
	reference

	T. brucei
	Size-exclusion chromatography

analytical ultracentrifugation
	57.0 kDa
	heptamer
	present study

	Borrelia burgdorferi
	X-ray crystal structure analysis
	44.0 kDa
	tetramer
	
 ADDIN EN.CITE 
(McMillan et al. 2000)
 

	Borrelia burgdorferi
	analytical ultracentrifugation
	44.0 kDa
	tetramer (174 kDa)
	Zhou et al. 1997()


	Cricetulus griseus
	X-ray crystal structure analysis
	55.9 kDa
	tetramer 
	Sintchak et al. 1996()
 

	Cryptosporidium parvum
	Size-exclusion chromatography
	43.0 kDa
	tetramer (158 kDa)
	
 ADDIN EN.CITE 
(Umejiego et al. 2004)


	Cryptosporidium parvum
	X-ray crystal structure analysis
	43.0 kDa
	tetramer
	Macpherson et al. 2010()
 

	Escherichia coli
	Size-exclusion chromatography
	58.0 kDa
	Tetramer (228 kDa)
	Gilbert et al. 1979()
 

	Homo sapiens type1
	X-ray crystal structure analysis
	55.5 kDa
	tetramer
	PDB (1JCN)

	Homo sapiens type2
	X-ray crystal structure analysis
	55.9 kDa
	tetramer
	
 ADDIN EN.CITE 
(Colby et al. 1999)
 

	Leishmania donovani
	Size-exclusion chromatography
	55.0 kDa
	tetramer (204 kDa)
	
 ADDIN EN.CITE 
(Dobie et al. 2007)
 

	Pyrococcus horikoshii OT3
	X-ray crystal structure analysis
	53.0 kDa
	tetramer
	PDB (2CUO)

	Streptococcus pyogenes
	X-ray crystal structure analysis
	53.2 kDa
	tetramer
	Zhang et al. 1999()
 

	Tritrichomonas foetus
	X-ray crystal structure analysis
	55.6 kDa
	tetramer 
	Prosise et al. 2002()
 

	Vigna unguiculata
	Size-exclusion chromatography
	50.0 kDa
	Tetramer (200 kDa)
	Atkins et al. 1985()
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