	Table S1. List of putative TgHSP90/p23 interactors.

	geneID
	
	amnnotation release 8.0
	function*
	source**
	PfHSP90-PPI***

	TGME49_232350
	lactate dehydrogenase LDH1 (LDH1)
	ATP generation/glycolysis
	IP-TG
	

	TGME49_236040
	fructose-1,6-bisphosphate aldolase
	ATP generation/glycolysis
	IP-TG
	

	TGME49_247510
	fructose-bisphospatase II
	ATP generation/glycolysis
	IP-TG
	

	TGME49_256760
	pyruvate kinase PyK1 (PYKI)
	ATP generation/glycolysis
	IP-TG
	

	TGME49_268850
	enolase 2
	
	ATP generation/glycolysis
	IP-TG
	

	TGME49_289690
	glyceraldehyde-3-phosphate dehydrogenase GAPDH1
	ATP generation/glycolysis
	IP-TG
	PF14_05981

	TGME49_318230
	phosphoglycerate kinase PGKI (PGKI)
	ATP generation/glycolysis
	IP-TG
	

	TGME49_249900
	adenine nucleotide translocator, putative
	ATP generation/respiration
	IP-TG
	

	TGME49_262470
	C protein immunoglobulin-A-binding beta antigen, putative
	Cell adhesion
	IP-TG
	

	TGME49_243730
	rhoptry protein ROP9 (ROP9)
	Cell host interaction/rhoptry
	IP-TG
	

	TGME49_231850
	serine-threonine phosophatase 2C (PP2C)
	Cell signaling
	IP-TG
	

	TGME49_310700
	serine/threonine phosophatase PP1
	Cell signaling
	IP-TG
	

	TGME49_232940
	heat shock protein HSP20 (HSP20)
	Chaperones & protein folding
	IP-TG
	

	TGME49_244560
	heat shock protein gp96 (ER)
	Chaperones & protein folding
	IP-TG
	

	TGME49_247550
	heat shock protein HSP60
	Chaperones & protein folding
	IP-TG
	

	TGME49_251780
	heat shock protein 70kD, mitochondria
	Chaperones & protein folding
	IP-TG
	PF11_03511

	TGME49_257990
	heat shock protein 101, putative
	Chaperones & protein folding
	IP-TG
	

	TGME49_263090
	14-3-3 protein
	
	Chaperones & protein folding
	IP-TG
	

	TGME49_273760
	heat shock protein HSP70 (HSP70)
	Chaperones & protein folding
	IP-TG
	

	TGME49_288380
	heat shock protein HSP90 (cytosol/nuclear)
	Chaperones & protein folding
	IP-TG
	PF07_0029

	TGME49_205558
	NAC domain-containing protein
	Chromatin & transcription
	IP-TG
	

	TGME49_239260
	histone H4
	
	Chromatin & transcription
	IP-TG
	

	TGME49_300200
	histone H2AZ
	
	Chromatin & transcription
	IP-TG
	

	TGME49_209030
	actin ACT1
	
	Cytoskeleton
	IP-TG
	

	TGME49_210960
	replication factor C subunit 4, putative
	DNA replication
	IP-TG
	MAL8P1.171

	TGME49_232660
	Hsp70 interacting protein (HIP)
	HSP90 co-chaperone
	IP-TG
	PFE1370w1

	TGME49_321520
	p23
	
	HSP90 co-chaperone
	IP-TG
	PF14_05101

	TGME49_290950
	clathrin heavy chain, putative
	Intracellular transport
	IP-TG
	

	TGME49_235470
	myosin A
	
	Invasion & gliding
	IP-TG
	

	TGME49_201780
	microneme protein MIC2
	Invasion/micronemes
	IP-TG
	

	TGME49_233460
	surface antigen SRS29B
	
	Invasion/micronemes
	IP-TG
	

	TGME49_319560
	microneme protein MIC3 (MIC3)
	Invasion/micronemes
	IP-TG
	


	TGME49_295110

TGME49_277240

TGME49_203310

TGME49_286450

TGME49_288650

TGME49_239490

TGME49_290670

TGME49_308580

TGME49_256865

TGME49_205470

TGME49_225080

TGME49_226410

TGME49_311750

TGME49_207640

TGME49_270510

TGME49_288360

TGME49_234380

TGME49_263850

TGME49_265160

TGME49_289790
	rhoptry protein ROP7 (ROP7) NTPase I

dense granule protein GRA7

dense granule protein GRA5 (GRA5) dense granule protein GRA12 (GRA12) dehydrogenase E1 component family protein leucyl aminopeptidase LAP (LAP)

Lon protease family protein
WD repeat domain 35 family protein translation elongation factor 2 (EF-2) ribosomal protein RPS18 (RPS18)

EF-1 guanine nucleotide exchange domain-containing protein mago binding protein

isoleucyl-tRNA synthetase family protein asparaginyl-tRNA synthetase (NOB+tRNA synthase) tryptophanyl-tRNA synthetase (TrpRS2) hypothetical protein
hypothetical protein hypothetical protein hypothetical protein
	Kinases Nucleotide metabolism Others/dense granule Others/dense granule Others/dense granule Oxidoreductases Protease

Protease Protein binding Ribosome & translation Ribosome & translation Ribosome & translation RNA processing

tRNA synthetase tRNA synthetase tRNA synthetase Unknown Unknown Unknown Unknown
	IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG IP-TG
	PF13_02051

	TGME49_274060

TGME49_258950

TGME49_286750

TGME49_262100

TGME49_237010

TGME49_272910

TGME49_282200

TGME49_289600

TGME49_310430

TGME49_264720

TGME49_270780

TGME49_315920

TGME49_295310
	2-oxoglutarate/malate translocase OMT (OMT)

lectin family protein
MA3 domain-containing protein- PDCD4 tetratricopeptide repeat-containing protein Cre-NASP-1 hypothetical protein FAS act. Ser-thr kinase-RAP domain T-complex protein 1 delta subunit

ATPase, AAA family protein clpb heat shock protein HSP29 (HSP29)

Hsp90 domain-containing protein (organellar?)

hypothetical protein
DNA-directed RNA polymerase II RPB6 (POLR2F) DNA-directed RNA polymerase II RPB11A (POLR2J) tubulin binding cofactor A protein
	ATP generation/respiration
Cell adhesion

Cell cycle & apoptosis
Cell division

Cell signaling Chaperones & protein folding Chaperones & protein folding Chaperones & protein folding Chaperones & protein folding Chromatin & transcription Chromatin & transcription Chromatin & transcription Cytoskeleton
	PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI PF PPI
	PF08_0031

PFA0195w

PF14_0546

PFL0280c PFA0255c MAL13P1.283

PF08_0063

PF13_0021

PF14_0417

PFE0265c PFC0155c PF13_0023

PF11_0074


	TGME49_233820
	DNA polymerase epsilon subunit B protein
	DNA repair & recombination
	PF PPI
	PFC0340w

	TGME49_284010
	5'-3' exonuclease, N-terminal resolvase family
	DNA repair & recombination
	PF PPI
	PFB0180w

	TGME49_243410
	tetratricopeptide repeat-containing protein FKBP
	HSP90 co-chaperone
	PF PPI
	PFL0615w

	TGME49_252220
	tetratricopeptide repeat domain containing protein HOP
	HSP90 co-chaperone
	PF PPI
	PF14_0324

	TGME49_245590
	rhomboid protease ROM6 (ROM6)
	Invasion/micronemes
	PF PPI
	PF13_0241

	TGME49_234510
	acyl CoA-ankyrin repeat-containing protein
	Lipid metabolism
	PF PPI
	PF11_0197

	TGME49_251550
	acyl-coa-binding protein
	Lipid metabolism
	PF PPI
	PF10_0016

	TGME49_310080
	AMP-binding enzyme domain-containing protein
	Lipid metabolism
	PF PPI
	PF07_0129

	TGME49_266800
	integral membrane protein, putative
	Membrane transport
	PF PPI
	PFL1140w

	TGME49_318590
	MRP family domain-containing protein
	Membrane transporter
	PF PPI
	PFI0525w

	TGME49_253890
	peptidase M16 inactive domain-containing protein
	Mitochondrial transport
	PF PPI
	PF14_0382

	TGME49_214780
	hydrolase, NUDIX family protein
	Nucleotide metabolism
	PF PPI
	PFE1035c

	TGME49_253780
	GTP cyclohydrolase I, putative
	Nucleotide metabolism
	PF PPI
	PFL1155w

	TGME49_270650
	deoxyribose-phosphate aldolase
	Nucleotide metabolism
	PF PPI
	PF10_0210

	TGME49_217890
	alkyl hydroperoxide reductase/ Thiol specific antioxidant
	Oxidoreductases
	PF PPI
	PF08_0131

	TGME49_247350
	thioredoxin domain-containing protein
	Oxidoreductases
	PF PPI
	PF13_0272

	TGME49_309730
	thioredoxin reductase
	Oxidoreductases
	PF PPI
	PF14_0192

	TGME49_310770
	hypothetical protein  apicoplast thioredoxin-like protein 2
	Oxidoreductases
	PF PPI
	PFE1450c

	TGME49_223020
	coproporphyrinogen III oxidase
	Porphyrin synthesis
	PF PPI
	PF11_0436

	TGME49_262920
	trypsin domain-containing protein
	Protease
	PF PPI
	MAL8P1.99

	TGME49_213350
	ribosomal protein RPS15 (RPS15)
	Ribosome & translation
	PF PPI
	MAL13P1.92

	TGME49_222860
	eukaryotic translation initiation factor, putative
	Ribosome & translation
	PF PPI
	PFE0885w

	TGME49_235970
	eukaryotic initiation factor-2 gamma (eIF2g)
	Ribosome & translation
	PF PPI
	PF14_0104

	TGME49_239720
	50S ribosomal protein l24, putative
	Ribosome & translation
	PF PPI
	PFL1150c

	TGME49_263700
	ribosomal protein RPS14 (RPS14)
	Ribosome & translation
	PF PPI
	PFE0810c

	TGME49_266060
	ribosomal protein RPSA (RPSA)
	Ribosome & translation
	PF PPI
	PF10_0264

	TGME49_286080
	elongation factor 2 family protein (EF-2)
	Ribosome & translation
	PF PPI
	PF10_0041

	TGME49_261050
	RNB family domain-containing protein
	RNA processing
	PF PPI
	MAL13P1.289

	TGME49_264690
	cyclin 4, putative
	RNA processing
	PF PPI
	PF13_0022

	TGME49_272210
	hypothetical protein mRNA -methyltransferase
	RNA processing
	PF PPI
	MAL13P1.255

	TGME49_278040
	G-patch domain-containing protein
	RNA processing
	PF PPI
	PF11_0109

	TGME49_291820
	RNA helicase (UPF2 interacting domain) protein
	RNA processing
	PF PPI
	PF10_0057

	TGME49_305780
	5'-3' exoribonuclease, putative
	RNA processing
	PF PPI
	PFA0460c

	TGME49_312530
	splicing factor, CC1 family protein
	RNA processing
	PF PPI
	MAL13P1.120


	TGME49_313010
	DEAD (Asp-Glu-Ala-Asp) box polypeptide DDX6 (DDX6)
	RNA processing
	PF PPI
	PFC0915w

	TGME49_315810
	tRNA nucleotidyltransferase/poly(A) polymerase family protein
	RNA processing
	PF PPI
	PF11_0212

	TGME49_286790
	nuclear factor NF2 (PiNiN)
	RNA processing & cell adhesion
	PF PPI
	MAL13P1.75

	TGME49_202790
	dihydrouridine synthase (dus) protein
	tRNA processing
	PF PPI
	PF14_0086

	TGME49_235905
	ribonuclease z, putative
	tRNA processing
	PF PPI
	PF14_0620

	TGME49_217460
	glutaminyl-tRNA synthetase (GlnRS)
	tRNA synthetase
	PF PPI
	PF13_0170

	TGME49_219540
	cytosolic tRNA-Ala synthetase
	tRNA synthetase
	PF PPI
	PF13_0354

	TGME49_219850
	prolyl-tRNA synthetase (ProRS)
	tRNA synthetase
	PF PPI
	PFL0670c

	TGME49_306520
	tRNA pseudouridine synthase B, putative
	tRNA synthetase
	PF PPI
	PF14_0174

	TGME49_206480
	hypothetical protein
	Unknown
	PF PPI
	PFB0600c


*Function: was determined by gene ontology (GO). Some functions were redefined in order to reduce the number of groups.  
**IP-TG: The results of the co-immunoprecipitation and mass spectrum analysis of TgHSP90 (Echeverria et al., Mol Biochem Parasitol. 172(2):129-140, 2010). 
Pf PPI: Conserved interologs from PPI database of P. falciparum HSP90 

 http://apidb.org/apidb/showQuestion.do?questionFullName=GeneQuestions.GenesByFunctionalInteraction

***Gene ID of P. falciparum HSP90 interologs from PPI database
