Supplementary Table S1

Sources of gGAPDH, HSP70 and V7V8 SSU rRNA gene sequences included in the phylogenetic trees. 

	TCC 

Code
	WHO 
Code
	Species
	gGAPDH
	HSP70
	V7V8
SSU rRNA

	255 
	MCOE/BR/75/M4059
	P. deanei 
	KX790722
	KX790750
	

	256
	MCOE/BR/91/M13291
	P. deanei
	KX790720
	KX790749
	KX790775

	258 
	MCOE/BR/91/M13451
	P. deanei 
	KX790723
	KX790752
	

	260 
	MCOE/PA/80/C8
	P. hertigi 
	KX790719
	KX790748
	KX790774

	586 
	MHOM/VE/96/PM-H230
	E. colombiensis 
	KX790711
	KX790740
	KX790768

	259 
	MCHO/EC/82/Lsp-1
	E. equatorensis 
	KX790718
	KX790747
	KX790773

	252 
	MSCI/EC/82/Lsp-2
	E. equatorensis 
	KX790717
	KX790746
	KX790772

	251 
	MCHO/CR/75/Ch-29
	E. herreri 
	KX790704
	KX790733
	KX790765

	1063 
	MMAC/AU/2004/Roo1
	L. (M.) sp Roo1
	KX790724
	KX790754
	

	2114 
	MCAV/BR/45/L88
	L. (M.) enriettii 
	KX790725
	KX790753
	KX790777

	224 
	MCHO/PA/62/M907
	E. schaudinni 
	KX790715
	KX790745
	KX790771

	222 
	MCHO/CR/62/A9
	E. monterogeii 
	KX790716
	KX790744
	

	102
	IDEN/BR/98/M17035
	Endotrypanum sp
	KX790712
	KX790741
	EU021239.1

	889
	IPHL/BR/??/Fleb.341
	Endotrypanum sp
	KX790709
	KX790734
	EU021240.1

	890
	IPHL/BR/??/Fleb.28
	Endotrypanum sp
	KX790705
	KX790738
	EU021238.1

	250
	MCHO/BR/89/M12629
	Endotrypanum sp
	KX790721
	KX790751
	KX790776

	225
	MCHO/BR/80/M6159
	Endotrypanum sp
	KX790706
	KX790735
	KX790766

	226 
	MBRA/PA/??/415P01
	Endotrypanum sp. 
	KX790713
	KX790742
	KX790769

	286 
	MBRA/GF/??/LE 2954
	Endotrypanum sp. 
	KX790714
	KX790743
	KX790770

	230 
	MCHO/BR/79/M5725
	Endotrypanum sp. 
	KX790708
	KX790737
	KX790767

	239 
	MCHO/BR/67/M595
	Endotrypanum sp. 
	KX790710
	KX790739
	

	231 
	MCHO/BR/82/M6862
	Endotrypanum sp. 
	KX790707
	KX790736
	

	017E 
	RTAR/DZ/49/G10
	L. (S.) tarentolae 
	KX790726
	KX790755
	KX790778

	717 
	RLAT/KE/57/SKINK-7
	L. (S.) adleri 
	KX790727
	KX790758
	KX790779

	722 
	RGYM/TM/40/
	L. (S.) gymnodactali 
	KX790728
	KX790756
	KX790780

	723 
	RHEM/SD/63/NG26
	L. (S.) hoogastrali 
	KX790729
	KX790757
	KX790781

	
	MHOM/MQ/92/MAR1
	L. (M.) martiniquensis
	TriTrypdb
	TriTrypdb
	TriTrypdb

	109
	MDAS/BR/81/M6246
	L. (V.) naiffi
	KX790730
	FN395056.1
	

	
	MHOM/BO/??/CUM 180
	L. (V.) braziliensis
	XM_001566870.1
	FN395039.1
	

	
	MHOM/CO/81/L13
	L. (V.) panamensis
	TriTrypdb
	TriTrypdb
	

	
	MNYC/BZ/62/M379
	L. (L.) mexicana
	TriTrypdb
	EU599091.1
	GQ332360.1

	
	MHOM/MT/85/Buck
	L. (L.) infantum
	XM_001467109.1
	FN395031.1
	GQ332359.1

	
	MHOM/SD/68/1S
	L. (L.) donovani
	TriTrypdb
	FN395027.1
	GQ332356.1

	2165
	IRIC/CR/2003/15EC
	Z. costaricensis
	DQ383650.1
	KX790760
	DQ383648.1

	169E
	IZEL/BR/89/169E
	Z. costaricensis - like
	KX790732
	KX790759
	KX790782

	504
	IRIC/BR/88/504
	Z. costaricensis - like
	
	
	KX790783

	2696
	IRIC/PA/2014/2696
	Z. costaricensis - like
	
	
	KX790784

	079E
	IORN/BR/89/079E
	A. desouzai
	HM593020
	KX790763
	HM593011

	036E
	IZEL/BR/73/036E
	A. deanei
	HM593022
	KX790762
	HM593016

	
	ICUL/US/42/Wallace
	C. fasciculata
	Y00055
	TriTrypdb
	AF053739

	011E
	IDYS/US/59/ATC30220
	Lp. seymouri
	AF153040
	KX790761
	AF047495

	
	IPYR/CZ/78/H10
	Lp. pyrrhocoris
	TriTrypdb
	TriTrypdb
	TriTrypdb


A. =   Angomonas; C. = Crithidia; E. = Endotrypanum; L. (L.) = Leishmania (Leishmania); L. (M.) = Leishmania (Mundinia);

L. (S.) = Leishmania (Sauroleishmania); L. (V.) = Leishmania (Viannia); Lp. = Leptomonas; P. = Porcisia; Z. = Zelonia 
