
Ampullaceana

0.02

MZ615629 Ampullaceana balthica

MH189919 Kamtschaticana kamtschatica

EU818823 Radix sp. Trichonis

MH189854 Ampullaceana dipkunensis

MH189927 Orientogalba cf. viridis

MH190049 Radix plicatula

MH189903 Ampullaceana fontinalis

MH190045 Tibetoradix kozlovi

EU818820 Ampullaceana relicta

MH189886 Peregriana dolgini

MH189976 Radix euphratica

JN794365 Radix brevicauda

KC135900 Orientogalba ollula

EU818798 Myxas glutinosa

AY227365 Austropeplea tomentosa

JN794496 Cerasina luteola

MH189861 Radix makhrovi

JN794441 Tibetoradix sp. 2

JN794395 Tibetoradix sp. 1

MH189949 Radix alticola

MH190023 Cerasina siamensis

JN794436 Tibetoradix sp. 4

MH189863 Radix auricularia

MH189925 Radix rubiginosa

MH189865 Tibetoradix hookeri

EU818825 Ampulaceana sp. Ohrid

MH189931 Peregriana peregra

MH189935 Cerasina oxiana

MH190044 Ampullaceana ampla

JN794473 Orientogalba cf. bowelli

MN718571 Radix dgebuadzei

MH189885 Galba truncatula

LC015513 Radix natalensis

KP242644 Ampullaceana intermedia 
AY227364 Ampullaceana balthica

JN624797 Ampullaceana balthica 
KP242416 Ampullaceana balthica 
HG932222 Ampullaceana balthica 
MZ615630 Ampullaceana balthica
HG932223 Ampullaceana balthica

JN794384 Tibetoradix sp. 3

MH190025 Radix rufescens

MH189858 Ampullaceana lagotis
83

99

94

100

96

100

94

100

99

90

96

85

95

99

82

100
75

99

100

Exsertiana

Radix (sensu stricto)

R
adix

Online Resource Fig. S1 Phylogram from neighbour-joining (NJ) analysis of the cox1 sequence 
alignment (42 sequences; 636 nt) for 36 representatives of the subfamily Amphipepleinae (Mollusca: 
Lymnaeidae). Outgroup: Galba truncatula. Bootstrap support values ≥ 70 are provided above branches. 
The scale-bar indicates the expected number of substitutions per site




