Table S1. Indel spectrums identified by TIDE analyses of the 2021 Taranaki outbreak sequences with p-value <0.001. 

	Sample number
	Position relative to the control

	19372
	-3, +2, +3

	19373
	-3, +1, +2

	19374
	-1, -3, -6, +3

	19376
	-6, -3, -1, +3

	19039
	+3, +6

	19040
	-3, -6

	19462
	-1, -4, +2, +3, +4

	19493
	-1, -4, +2, +3, +4





