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Fig. S1. Gene expression values of genes commonly methylated and unmethylated among individuals with and without depression (shown in green in Fig. 1). Gene expression values for normal whole-blood specimens (n = 40) were obtained from the Gene Expression Omnibus (GEO) database. Shown are the log-transformed values of gene expression levels profiled with Affymetrix GeneChip U133A arrays. The average gene expression level of commonly unmethylated genes was 1.14-fold higher that that for commonly methylated genes (Welch t test value = –14.5, p < 0.0001).
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