Supplementary Table S2.  Ingenuity canonical pathways analysis of genes differentially regulated by IFN-alpha. 

	Ingenuity Canonical Pathways
	P-value
	Ratio
	Molecules

	Role of Pattern Recognition Receptors in Recognition of Bacteria and Viruses
	3.72E-10
	1.51E-01
	OAS1, OAS2, C1QC, C1QA, C1QB, OAS3 (includes EG:4940), IFIH1, CLEC7A, IRF7, DDX58, TLR7, EIF2AK2, C3AR1

	Interferon Signaling
	2.19E-08
	2.67E-01
	IFIT3, IFIT1, OAS1, IFITM1, MX1, IFI35, STAT2, STAT1

	Activation of IRF by Cytosolic Pattern Recognition Receptors
	7.76E-08
	1.35E-01
	DHX58, IFIH1, IRF7, DDX58, ZBP1, STAT2, STAT1, ADAR, IFIT2, ISG15

	Complement System
	1.15E-06
	1.94E-01
	CFD, SERPING1, C1QC, C1QA, C1QB, C3AR1, C2

	Retinoic acid Mediated Apoptosis Signaling
	2.63E-04
	1.14E-01
	PARP10, TNFSF10, PARP12, PARP9, PARP14

	Role of RIG1-like Receptors in Antiviral Innate Immunity
	7.76E-04
	9.62E-02
	DHX58, IFIH1, IRF7, DDX58, TRIM25

	Dendritic Cell Maturation
	1.48E-02
	4.02E-02
	HLA-DOA, STAT2, IL1F7, STAT1, CD1C, FCGR1A, FCGR1B

	Oncostatin M Signaling
	1.86E-02
	8.57E-02
	RRAS, MT2A, STAT1

	Eicosanoid Signaling
	2.04E-02
	4.76E-02
	GRN, LTA4H, FPR2, CYSLTR1

	Role of NFAT in Regulation of the Immune Response
	2.14E-02
	3.59E-02
	HLA-DOA, RRAS, MEF2D, FCER1A, FCGR1A, GNG7, FCGR1B

	Systemic Lupus Erythematosus Signaling
	2.40E-02
	3.97E-02
	RRAS, TLR7, IL1F7, FCGR1A, TNFSF13B, FCGR1B

	Role of PKR in Interferon Induction and Antiviral Response
	2.82E-02
	6.52E-02
	EIF2AK2, STAT1, FCGR1A

	IL-17 Signaling
	3.16E-02
	5.41E-02
	CXCL10, CCL2, RRAS, TIMP1

	Communication between Innate and Adaptive Immune Cells
	4.37E-02
	4.44E-02
	CXCL10, TLR7, IL1F7, TNFSF13B

	Nitrogen Metabolism
	4.47E-02
	2.26E-02
	VNN2, GLS, ADAR

	Altered T Cell and B Cell Signaling in Rheumatoid Arthritis
	4.57E-02
	4.6E-02
	HLA-DOA, TLR7, IL1F7, TNFSF13B

	EIF2 Signaling
	4.90E-02
	4E-02
	PABPC1, RRAS, EIF3F, EIF2AK2


