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Table S1. Reduced Gray Matter Volume in aMCI Patients Compared to CN Subjects
	Brain region
	Side
	BA
	Cluster

Size

(mm3)
	Talairach coordinates

(LPI)
	Z Score

	
	
	
	
	x
	y
	z
	

	Left
	
	
	
	
	
	
	

	Precentral Gyrus
	L
	4
	2160
	-36
	-24
	60
	-5.49

	Precuneus
	L
	7
	1504
	-28
	-52
	48
	-4.72

	Medial Frontal Gyrus
	L
	6
	303
	-2
	13
	49
	-4.54

	Middle Frontal Gyrus
	L
	8
	260
	-43
	11
	48
	-4.89

	Hippocampus
	L
	36
	341
	-31
	-37
	-5
	-4.13

	Insula
	L
	13
	339
	-41
	-2
	-5
	-4.56

	Right 
	
	
	
	
	
	
	

	Precuneus
	R
	7
	3232
	12
	-54
	62
	-4.95

	Insula
	R
	13
	396
	38
	-12
	-6
	-4.74


Notes: Significance level was set at p < 0.0001 with a minimum cluster size of 191 mm3. Abbreviation: BA, Brodmann’s area; L, left; R, right; x,y,z, coordinates of peak locations in the Talairach space; LPI, left-posterior-inferior image direction for the each cluster coordination (same below). 
Table S2. Resting-state functional connectivity network patterns for each GM atrophy related regions of interest (ROIs) in CN and aMCI subjects.
	Networks 
	CN
	
	aMCI

	
	Significant connected components
	
	Significant connected components

	left hippocampal network
	bilateral hippocampus, PHG, Tha, SMA, aTP, insula, MTG, MOG, left IFG, and negative network (bilateral DLPFC, LG)
	
	bilateral hippocampus, PHG, Tha, DMPFC,  MTG, MOG, left SMA, and right vmPFC, aTP, and negative network (left AG, right DLPFC).

	left MeFG network
	bilateral MeFG, MFG, dACC, vmPFC, insula, LG, left Tha, and negative network (bilateral AG)
	
	bilateral MeFG, MFG, dACC, vmPFC, Tha, right insula, and negative network (right pMTG)

	left MFG network
	bilateral MFG, SFG, IFG, MTG, DMPFC, dACC
	
	bilateral MFG, SFG, MTG, DMPFC, dACC, MTG, aTP, and left IFG, and Tha

	left PostCG network
	bilateral PostCG, IFG, insula, MTG, striatum, and negative network, including bilateral PCC/Pcu
	
	bilateral PostCG, IFG, STG, striatum, left insula, and negative network (bilateral vmPFC, Pcu, pMTG, left AG)

	left precuneus network
	bilateral precuneus, PCC, SMA, DMPFC, dACC, striatum, thalamus, insula, and negative network (bilateral vmPFC, right pMTG)
	
	bilateral precuneus, PCC, SMA, DMPFC, dACC, striatum, thalamus, insula, right DLPFC, and negative network (IFG, vmPFC, STG, right pMTG)

	left insula network
	bilateral insula, PHG, STG,  IFG, left pMTG; and negative network (left DMPFC, right dACC)
	
	bilateral insula, PHG, STG, IFG, and negative network (bilateral PCC, and right dACC)

	right precuneus network
	bilateral precuneus, LG, Tha, ITG, aTP, vmPFC, and negative network (left dACC)
	
	bilateral precuneus, LG, ITG, aTP, vmPFC, and negative network (bilateral dACC)

	right insula network
	bilateral insula, hippocampus, PHG, SMA, STG, striatum, IFG, and right MOG
	
	bilateral insula, hippocampus, STG, left MOG, and negative network (left DMPFC, right AG)


Note: Significance level was set at p < 0.01 with a minimum cluster size of 450 mm3. Abbreviation: PHG: parahippocampal gyrus; Tha: thalamus; SMA: somatomotor area; aTP: anterior temporal pole; MTG: middle temporal gyrus; MOG: middle occipital gyrus; IFG: inferior frontal gyrus; DLPFC: dorsolateral prefrontal cortex; LG: lingual gyrus; DMPFC: dorsomedial prefrontal cortex; vmPFC: ventral medial prefrontal cortex; aTP: anterior temporal pole; AG: angular gyrus; dACC: dorsal anterior cingulate cortex; pMTG: posterior MTG; SFG: superior frontal gyrus; PCC/Pcu: posterior cingulate cortex/precuneus; STG: superior temporal gyrus.
Table S3. Regions with significantly altered functional connectivity in distributed network in aMCI group compared to CN group.
	Brain region
	Side
	BA
	Cluster

Size

(mm3)
	Talairach coordinates

(LPI)
	Z Score

	
	
	
	
	X
	y
	z
	

	Left Hippocampus (seed region) Network
	
	
	
	
	

	Middle Occipital Gyrus
	R
	18
	21568
	20
	-92
	14
	-3.52

	Cuneus
	R
	18
	
	4
	-94
	6
	-3.43

	Cuneus
	L
	23
	2792
	-17
	-65
	8
	-3.03

	Precuneus
	R
	19
	4224
	34
	-76
	36
	-2.85

	Inferior Frontal Gyrus
	L
	45
	1832
	-44
	40
	0
	-3.72

	Left Insula Network
	
	
	
	
	
	
	

	Inferior Parietal Cortex
	L
	40
	1160
	-59
	-33
	28
	-3.21

	DLPFC
	L
	9
	2488
	-39
	33
	40
	-4.11

	Superior Frontal Gyrus
	R
	6
	1888
	25
	-3
	64
	-3.87

	Pre-somatomotor Area
	L
	6
	6976
	-8
	8
	48
	-3.34

	Anterior Temporal Pole
	R
	28
	1968
	26
	4
	-28
	-3.75

	Left Medial Frontal Gyrus Network
	
	
	
	

	Precuneus
	R
	7
	2408
	24
	-58
	30
	-3.45

	Lingual Gyrus
	L
	18
	1112
	-1
	-71
	2
	-3.30

	Anterior Temporal Pole
	L
	28
	1160
	-29
	1
	-42
	-3.96

	Left Middle Frontal Gyrus
	
	
	
	
	
	
	

	Inferior Parietal Cortex
	R
	40
	4128
	49
	-45
	46
	-3.95

	Precuneus
	R
	7
	2072
	29
	-65
	32
	-3.52

	Posterior Cingulate Cortex
	L
	31
	1088
	-5
	-35
	26
	-3.57

	Inferior Frontal Gyrus
	R
	47
	1288
	32
	22
	-18
	-3.28

	Fusiform Area
	R
	18
	1496
	30
	-88
	-18
	-3.45

	Left Postcentral Gyrus
	
	
	
	
	
	
	

	Superior Temporal Gyrus
	R
	21/22
	3352
	61
	-13
	0
	-3.71

	Posterior Cingulate Cortex
	R
	31
	2168
	24
	-62
	14
	-3.18

	Left Precuneus Network
	
	
	
	
	
	
	

	Precuneus
	R
	7
	1608
	1
	-67
	60
	-4.37

	Lingual Gyrus
	L
	18
	1576
	-23
	-79
	-10
	-3.54

	Superior Temporal Gyrus
	R
	42/22
	2392
	57
	-13
	6
	-4.00

	Superior Frontal Gyrus
	L
	10/32
	2752
	-19
	47
	10
	-3.54

	Angular Gyrus
	L
	
	1744
	-33
	-47
	28
	-3.34

	Right Insula Network
	
	
	
	
	
	
	

	Middle Cingulate Cortex
	R
	31
	2680
	1
	-15
	48
	-3.90

	Postcentral Gyrus
	L
	3
	1376
	-43
	-21
	42
	-3.28

	Anterior Temporal Pole
	R
	28
	1976
	27
	5
	-30
	-3.92

	Inferior Frontal Gyrus
	L
	44
	2280
	-45
	-1
	10
	-3.38

	Right Precuneus Network
	
	
	
	
	
	
	

	Anterior Cingulate Cortex
	L
	32
	4624
	-8
	46
	16
	-3.90

	Inferior Frontal Gyrus
	L
	46
	
	-36
	30
	10
	-3.43

	Medial Frontal Gyrus
	L
	9
	
	-2
	44
	26
	-3.32


Note: Significance level was set at p < 0.01 with a minimum cluster size of 450 mm3. Abbreviation: BA, Brodmann’s area; L, left; R, right; x,y,z, coordinates of peak locations in the Talairach space; DLPFC, dorsolateral prefrontal cortex.
Table S4. Numerical representation of significantly altered functional connectivity in distinct networks between CN and aMCI groups.
	Brain Regions
	CN (n = 26)
	aMCI (n = 30)
	
	Brain Regions
	CN (n=26)
	aMCI (n = 30)
	P value

	
	M
	SD
	M
	SD
	P value
	
	M
	SD
	M
	SD
	

	Left Hippocampus Network
	
	Left Precuneus Network

	lCun
	-0.069
	0.029
	0.057
	0.032
	0.005
	lLG
	0.084
	0.024
	-0.059
	0.034
	0.001*

	lIFG
	0.086
	0.025
	-0.047
	0.025
	0.0003*
	lSFG
	0.102
	0.037
	-0.084
	0.037
	0.0006*

	rCun
	0.148
	0.036
	0.014
	0.024
	0.002
	rPcu
	0.080
	0.020
	-0.048
	0.018
	<0.0001*

	rMOG
	0.140
	0.039
	-0.025
	0.030
	0.001*
	rSTG
	0.057
	0.023
	-0.070
	0.017
	<0.0001*

	rPcu
	0.051
	0.031
	-0.055
	0.023
	0.007
	
	
	
	
	
	

	Left Insula Network
	
	Left Middle Frontal Gyrus Network
	

	lDLPFC
	0.074
	0.017
	-0.006
	0.012
	0.0002*
	lPCC
	-0.057
	0.023
	0.041
	0.023
	0.004

	lIPC
	0.073
	0.023
	-0.023
	0.017
	0.001*
	rFFA
	-0.041
	0.030
	0.091
	0.025
	0.001*

	lpreSMA
	-0.078
	0.018
	0.008
	0.022
	0.004
	rIFG
	-0.060
	0.027
	0.041
	0.018
	0.002

	rAntiTP
	0.062
	0.021
	-0.033
	0.016
	0.0005*
	rIPC
	0.088
	0.018
	-0.021
	0.021
	0.0002*

	rSFG
	-0.050
	0.017
	0.039
	0.017
	0.0005*
	rPcu
	0.040
	0.026
	-0.127
	0.033
	0.0002*

	Left Medial Frontal Gyrus Network
	
	Right Precuneus Network
	

	lAntiTP
	-0.028
	0.010
	0.043
	0.012
	<0.0001*
	lACC
	0.051
	0.030
	-0.086
	0.023
	0.0004*

	lLG
	0.081
	0.027
	-0.053
	0.028
	0.001*
	lIFG
	0.051
	0.023
	-0.085
	0.029
	0.0006*

	rPcu
	0.034
	0.025
	-0.105
	0.027
	0.0003*
	lMeFG
	-0.007
	0.030
	-0.119
	0.022
	0.003

	Right Insula Network
	
	Left Postcentral Gyrus Network
	

	lIFG
	0.087
	0.021
	-0.034
	0.029
	0.001*
	rSTG
	0.060
	0.023
	-0.044
	0.017
	0.0004*

	lPostCG
	0.074
	0.024
	-0.047
	0.028
	0.002
	rPCC
	-0.141
	0.038
	0.063
	0.021
	<0.0001*

	rAntiTP
	0.092
	0.016
	-0.020
	0.022
	0.0002*
	
	
	
	
	
	

	rMCC
	0.030
	0.020
	-0.105
	0.025
	0.0001*
	
	
	
	
	
	


Note: *: p < 0.05/31=0.0016, Bonferroni correction for multiple comparisons. The results illustrated significantly decreased functional connectivity from the seed region to the target region in each network in the aMCI subjects compared to the CN subjects. Abbreviation: lCun, left cuneus; lIFG, left inferior frontal gyrus; rCun, right cuneus; rMOG, right middle occipital gyrus; rPcu, right precuneus; lAG, left angular gyrus; lLG, left lingual gyrus; lSFG, left superior frontal gyrus; rSTG, right superior temporal gyrus; lDLPFC, left dorsolateral prefrontal cortex; lIPC, left inferior parietal cortex; lPreSMA, left pre-somatomotor area; rAntiTP, right anterior temporal pole; rSFG, right superior frontal gyrus; LMFG, left middle frontal gyrus; rFFA, right fusiform area; rIFG, right inferior frontal gyrus; rIPC, right inferior parietal gyrus; lAntiTP, left anterior temporal pole; lACC, left anterior cingulate cortex; lMeFG, left medial frontal gyrus; lPostCG, left postcentral gyrus; rMCC, right middle cingulate cortex; rPCC, right posterior cingulate cortex.
