Appendix Structure of the model
The statistical model developed in this article adapts the Bernoulli model of HIV transmission, previously developed by Weinstein et al. That model is a cumulative probability equation that describes the probability of HIV infection based upon HIV prevalence (π), single act transmission probability (α), condom effectiveness (e) and condom use (f), number of sexual episodes (n), and number of sexual partners (m). 
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In order to make the original equation valid for chlamydia, gonorrhoea and genital warts where infectivity is non-minimal, we split the equation for condom users (c) and non-condom users (nc) so that, the estimated probability of an uninfected person becoming infected is P = fPc + (1-f)Pnc where risk for a condom user Pc is,
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and risk for a non-condom user, Pnc is, 
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The model estimates the probability of becoming infected for the intervention and comparator groups according to changes in parameters that may be affected by the intervention, i.e. condom use, number of sexual partners, and number of sexual episodes. The number of cases averted is estimated by multiplying by the number of people who receive the intervention. 

These cases averted would have in turn infected further individuals, i.e. through secondary transmission. The estimated probability of an uninfected person becoming infected is P = fPc + (1-f)Pnc where risk for a condom user Pc is, 
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and risk for a non-condom user, Pnc is, 
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The number of cases averted through secondary transmission is estimated by multiplying the risk of becoming infected by the number of cases averted through primary transmission. 

The model estimates the number of STI cases averted for HIV, chlamydia, gonorrhoea and genital warts, according to the risk of infection and the proportion of sexually active individuals who receive the intervention. For each STI case averted there was a HRQoL loss and resource use cost associated due to complications, such as PID or infertility. 
The total number of STI cases averted, and consequent QALY gain, cost of the intervention and the saving in medical costs is estimated for males and females for all STIs for one year. Thus the cost-effectiveness is calculated, 
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