
      Supplementary figure 1: The WinBUGS model for the Hb1Ac analysis.
model {


#analysis 1


mu.ex~dnorm(-0.9,9.093)          #prior distribution for the effect of exenatide separately


for ( i in 1:l) {


tau.ex[i]<- 1/(se.ex[i]*se.ex[i])       #calculating the precisions from the standard errors


mean.ex[i] ~dnorm(a[i], tau.ex[i])   #likelihood function for exenatide separately 


a[i]~dnorm(mu.ex,25)                       #random effect term


}


#analysis 2


#mu.in~dnorm(-1.1, 7.84)              # prior distribution for the effect of insulin separately


for (j in 1:m) { 


tau.in[j]<- 1/(se.in[j]*se.in[j])          #calculating the precisions from the standard errors


mean.in[j] ~dnorm(b[j], tau.in[j])    #likelihood function for insulin separately


b[j]~dnorm(mu.in,25)                       #random effect term


}


#analysis 3


diff <- mu.ex - mu.in                        #combining the separate estimates into a difference


bias~dnorm(0,9)        


diff.b<- diff+bias                                 #adding a bias term to the difference in effects


for ( k in 1:n) {


tau[k]<- 1/(se[k]*se[k])                   #calculating the precisions from the standard errors


mean.diff[k] ~dnorm(c[k], tau[k])    #likelihood for the difference in effects           


c[k]~dnorm(diff.b,25)                        #random effect term


}


p<-step(diff.b-0.4)         #determining the probability that the effectiveness exceeds 0.4


}








list(l=3, m=2, n=3, mean.ex=c(-0.78, -0.86, -0.8), se.ex=c(0.1, 0.11, 0.1), 


mean.in=c(-2.9, -1.3), se.in=c(0.2, 0.07),


mean.diff=c(0.017, -0.15, -0.01), se=c(0.071, 0.08, 0.08))        #list containing all the data
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