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1. Gokmen-Polar Y, Badve S. Molecular profiling assays in breast cancer: Are we ready for prime time? Oncology (Williston Park). 2012 Apr;26(4):350,7, 361.
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9. Kondo M, Hoshi SL, Ishiguo H, Yoshibayashi H, Toi M. Economic evaluation of the 21-gene reverse transcriptase-polymerase chain reaction assay in lymph-node-negative, estrogen-receptor positive, early-stage breast cancer in Japan. Breast Cancer Research and Treatment. 2008. 112(1): 175-87.
10. Lyman GH, Kuderer NM. Gene expression profile assays as predictors of recurrence-free survival in early-stage breast cancer: a meta-analysis. Clin Breast Cancer. 2006. 7(5):372-9.
11. Lyman GH, Cosler LE, Kuderer NM, Hornberger J. Impact of a 21-gene RT-PCR assay on treatment decisions in early-stage breast cancer: an economic analysis based on prognostic and predictive validation studies. Cancer. 2007. 109(6):1011-8. 
12. Williams C, Brunskill S, Altman D, Briggs A, Campbell H, Clarke M, Glanville J, Gray A, Harris A, Johnston K, Lodge M. Cost-effectiveness of using prognostic information to select women with breast cancer for adjuvant systemic therapy. Health Technol Assess. 2006. 10(34): 1-204.
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Excluded HTAs in languages other than English
1. Aguado Romeo MJ, Llanos Mendez A. Prueba de expresion genetica en el cancer de mama Oncotype. Informe de sintesis de tecnologia emergente. [Gene expression test for breast cancer Oncotype] Seville: Andalusian Agency for Health Technology Assessment (AETSA). AETSA 2007/2-20. 2010.
2. M. Cuadros and A. Llanos. [Validation and clinical application of MammaPrint((R)) in patients with breast cancer.] Medicina Clinica. 2011. 136(14):627-32. 

Evidence report and evidence overview supporting NICE Diagnostics Advisory Committee Provisional recommendations. 2012 (ref #24)(included in study HTAs).

1. Ward, S, Scope, A, Rafia, R, Pandor, A, Harnan, S and Evans, P. Gene expression profiling and expanded immunohistochemistry tests to guide the use of adjuvant chemotherapy in breast cancer management. Health Technol Assess. 2012. 1-280.
2. NICE Diagnostics Advisory Committee. Gene expression profiling and expanded immunohistochemistry tests to guide the use of adjuvant chemotherapy in breast cancer management: MammaPrint, Oncotype DX, IHC4 and Mammostrat: Evidence Overview. NHS National Institute For Health and Clinical Excellence (Internet). 2011. 1-50.

Document excluded because it had been previously published as an AHRQ evidence document 2008 (ref #25)(included in study HTAs). 

1. Marchionni L, Wilson RF, Wolff AC, Marinopoulos S, Parmigiani G, Bass EB, et al. Systematic review: Gene expression profiling assays in early-stage breast cancer. Ann Intern Med. 2008 Mar 4;148(5):358-69.
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