Appendix 1. Heterogeneity in seed recovery, germination, and infection, and in the diversity and composition of fungal communities, as a function of burial sites. Data are arranged as for Table 1; means reflect pooled data for four species in each site. Symbols indicate the occurrence of each genotype in all three burial sites (‡) or in only one burial site (•); per cent values indicate the number of isolates of each genotype divided by the total number of isolates recovered from that burial site. 
	Burial site 
	Recovery frequency* 

(%)
	Germination frequency* 

(%)
	Infection frequency* 

(%)
	Isolates sequenced (N)
	Genotypes recovered
(N)
	Singleton genotypes 

(%)
	Fisher’s alpha
	Dominant genotypes

(% of isolates)

	1
	52.2 ± 15.8
	24.3 ± 15.4
	52.8 ± 10.4
	90
	30
	66.6
	14.1
	Z‡ (26.7), AD‡ (16.7), AL• (11.1)

	2
	21.3 ± 7.0
	7.6 ± 7.6
	33.3 ± 12.3
	16
	10
	70.0
	11.6
	Z‡ (25.0), AE‡ (18.8), AD‡ (12.5) 

	3
	50.3 ± 15.0
	20.1 ± 8.6
	19.0 ± 5.8
	35
	12
	50.0
	6.4
	Z‡ (34.3), AF• (14.3), AE‡ (11.4)
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