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Cristescu, B., Stenhouse, G.B., Symbaluk, M., Nielsen, S.E. & Boyce, M.S. Wildlife habitat selection on landscapes with industrial disturbance.
Appendix S3 contains outputs of k-fold cross validation for top habitat selection models for all grizzly bear reproductive classes (male, solitary female, female with cubs), study phases (during mining, post mining) and scales of availability (home-range level, study area-level).

Table 1 Appendix S3. Proportion of the true composition of male grizzly bear habitat selection states (1/0) predicted by top models during and after mining, with availability drawn at the home range and study area levels. 

	
	
	K-fold cross-validation

	Male
	Selection
	Partition 1
	Partition 2
	Partition 3
	Mean
	SE

	Home range - During

	G008
	1
	0.07
	
	
	0.07
	NA

	
	0
	0.95
	
	
	0.95
	NA

	G029
	1
	0.12
	
	
	0.12
	NA

	
	0
	0.81
	
	
	0.81
	NA

	Home range - After

	G112
	1
	0.98
	
	
	0.98
	NA

	
	0
	0.20
	
	
	0.20
	NA

	G115
	1
	0.46
	
	
	0.46
	NA

	
	0
	0.67
	
	
	0.67
	NA

	Study area - During

	G008
	1
	0.00
	
	
	0.00
	NA

	
	0
	1.00
	
	
	1.00
	NA

	G029
	1
	0.24
	
	
	0.24
	NA

	
	0
	0.74
	
	
	0.74
	NA

	Study area - After

	G112
	1
	0.91
	
	
	0.91
	NA

	
	0
	0.26
	
	
	0.26
	NA

	G115
	1
	0.43
	
	
	0.43
	NA

	
	0
	0.72
	
	
	0.72
	NA


Data were partitioned without replacement per individual male bear. Estimates trained on individual(s) (fold[s]) were tested on a withheld individual. The number of folds was dictated by sample size (k = 1 for males). A mean cross-validation value of 1.00 indicates perfect predictive accuracy. 
Table 2 Appendix S3. Proportion of the true composition of solitary female grizzly bear habitat selection states (1/0) predicted by top models during and after mining, with availability drawn at the home range and study area levels. 

	
	
	K-fold cross-validation

	Female
	Selection
	Partition 1
	Partition 2
	Partition 3
	Mean
	SE

	Home range - During

	G020
	1
	0.87
	1.00
	
	0.94
	0.07

	
	0
	0.32
	0.02
	
	0.17
	0.15

	G040
	1
	0.00
	1.00
	
	0.50
	0.50

	
	0
	1.00
	0.02
	
	0.51
	0.49

	G100
	1
	0.86
	1.00
	
	0.93
	0.07

	
	0
	0.06
	0.06
	
	0.06
	0.00

	Home range - After
	
	
	
	
	
	

	G023
	1
	0.08
	0.23
	0.97
	0.43
	0.28

	
	0
	0.97
	0.88
	0.11
	0.65
	0.27

	G111
	1
	0.33
	0.03
	0.80
	0.39
	0.22

	
	0
	0.72
	0.97
	0.19
	0.63
	0.23

	G113
	1
	0.18
	0.08
	0.88
	0.38
	0.25

	
	0
	0.94
	0.97
	0.12
	0.68
	0.28

	G118
	1
	0.36
	0.26
	0.13
	0.25
	0.07

	
	0
	0.85
	0.87
	0.88
	0.87
	0.01

	Study area - During
	
	
	
	
	
	

	G020
	1
	0.85
	0.79
	
	0.82
	0.03

	
	0
	0.30
	0.39
	
	0.35
	0.05

	G040
	1
	0.00
	1.00
	
	0.50
	0.50

	
	0
	1.00
	0.02
	
	0.51
	0.49

	G100
	1
	0.00
	0.77
	
	0.39
	0.39

	
	0
	1.00
	0.55
	
	0.78
	0.23

	Study area - After
	
	
	
	
	
	

	G023
	1
	0.90
	0.47
	1.00
	0.79
	0.16

	
	0
	0.40
	0.87
	0.05
	0.44
	0.24

	G111
	1
	0.29
	0.26
	1.00
	0.52
	0.24

	
	0
	0.82
	0.87
	0.05
	0.58
	0.27

	G113
	1
	0.67
	0.93
	1.00
	0.87
	0.10

	
	0
	0.82
	0.40
	0.05
	0.42
	0.22

	G118
	1
	0.07
	0.23
	0.04
	0.11
	0.06

	
	0
	0.82
	0.40
	0.87
	0.70
	0.15


Data were partitioned without replacement per individual female bear. Estimates trained on individual(s) (fold[s]) were tested on a withheld individual. The number of folds was dictated by sample size (k = 2-3 for females). A mean cross-validation value of 1.00 indicates perfect predictive accuracy. 

Table 3 Appendix S3. Proportion of the true composition of female grizzly bear with cubs habitat selection states (1/0) predicted by top models during and after mining, with availability drawn at the home range and study area levels. 
	
	
	K-fold cross-validation

	Female cubs
	Selection
	Partition 1
	Partition 2
	Partition 3
	Mean
	SE

	Home range - During

	G023
	1
	0.00
	
	
	0.00
	NA

	
	0
	1.00
	
	
	1.00
	NA

	G040
	1
	0.93
	
	
	0.93
	NA

	
	0
	0.13
	
	
	0.13
	NA

	Home range - After
	
	
	
	
	
	

	G023
	1
	0.78
	0.52
	
	0.65
	0.13

	
	0
	0.20
	0.57
	
	0.39
	0.19

	G037
	1
	0.11
	0.11
	
	0.11
	0.00

	
	0
	0.98
	0.98
	
	0.98
	0.00

	G040
	1
	0.87
	0.65
	
	0.76
	0.11

	
	0
	0.18
	0.59
	
	0.39
	0.21

	Study area - During
	
	
	
	
	
	

	G023
	1
	0.01
	
	
	0.01
	NA

	
	0
	1.00
	
	
	1.00
	NA

	G040
	1
	0.96
	
	
	0.96
	NA

	
	0
	0.23
	
	
	0.23
	NA

	Study area - After
	
	
	
	
	
	

	G023
	1
	0.82
	0.64
	
	0.73
	0.09

	
	0
	0.15
	0.58
	
	0.37
	0.22

	G037
	1
	0.18
	0.60
	
	0.39
	0.21

	
	0
	0.68
	0.58
	
	0.63
	0.05

	G040
	1
	0.94
	0.53
	
	0.74
	0.21

	
	0
	0.17
	0.76
	
	0.47
	0.30


Data were partitioned without replacement per individual female bear accompanied by cubs. Estimates trained on individual(s) (fold[s]) were tested on a withheld individual. The number of folds was dictated by sample size (k = 1-2 for females with cubs). A mean cross-validation value of 1.00 indicates perfect predictive accuracy.

