Grant et al. - Gene expression in schizotypy


Supplementary table 1: Averaged normalized Ct-values for the investigated genes of interest. Note that low values stand for relatively high levels of expression. (N=number of positive calls; M=arithmetic mean; SD=standard deviation).

	gene symbol
	gene name
	N
	M
	SD

	MAOA
	monoamine oxidase A
	63
	1.34
	0.07

	MAOB
	monoamine oxidase B
	63
	1.43
	0.05

	SLC6A3
	dopamine transporter
	67
	1.09
	0.02

	COMT
	catechol-O-methytransferase
	44
	1.52
	0.06

	DRD1
	dopamine receptor D1
	13
	1.56
	0.12

	DRD2
	dopamine receptor D2
	46
	1.51
	0.09

	DRD3
	dopamine receptor D3
	64
	1.44
	0.04

	DRD4
	dopamine receptor D4
	64
	1.36
	0.05

	DRD5
	dopamine receptor D5
	51
	1.44
	0.05

	TH
	tyrosine hydroxylase
	11
	1.57
	0.09

	DDC
	DOPA-decarboxylase
	67
	1.48
	0.06

	SLC18A2
	vesicular monoamine transporter 2
	66
	1.21
	0.06

	FOS
	FBJ murine osteosarcoma viral oncogene homolog
	66
	1.06
	0.05


Supplementary table 2: Correlations between positive schizotypy and the expression levels of the genes of interest. (r=Pearson's correlation coefficient; p=two-tailed conditional probability; N=sample size; *p<.05).

	UnEx
	TH
	DDC
	MAOA
	MAOB
	COMT
	DRD1
	DRD2
	DRD3
	DRD4
	DRD5
	SLC18A2
	SLC6A3
	FOS

	r
	.25
	.11
	.08
	.35*
	.32*
	0.11
	-.11
	.03
	.35*
	.30*
	.08
	.05
	.28*

	p
	.48
	.416
	.568
	.009
	.016
	.722
	.492
	.846
	.010
	.047
	.539
	.765
	.036

	N
	10
	58
	55
	54
	58
	13
	40
	56
	54
	44
	58
	39
	57


