Supplementary Materials

Table S.1. Analyses of variance analyzing the effect of tissue on DNA methylation in CpGs associated with the AVP, POMC, NR3C1, and CRH genes

	Gene
	CpG
	F
	η2
	p
	Adj. p

	AVP
	cg02187522
	0.96
	0.01
	>.10
	>.10

	AVP
	cg04632887
	14.25
	0.11
	<.001
	<.001

	AVP
	cg05136169
	99.64
	0.46
	<.001
	<.001

	AVP
	cg11491381
	24.27
	0.18
	<.001
	<.001

	AVP
	cg15189567
	4.47
	0.04
	<.05
	<.10

	AVP
	cg16536918
	0.34
	0
	>.10
	>.10

	AVP
	cg23169111
	3.79
	0.03
	<.10
	<.10

	AVP
	cg25551168
	2.84
	0.02
	<.10
	>.10

	AVP
	cg25673357
	0.38
	0
	>.10
	>.10

	CRH
	cg00269606
	0.05
	0
	>.10
	>.10

	CRH
	cg03405789
	20.17
	0.15
	<.001
	<.001

	CRH
	cg08215831
	7.25
	0.06
	<.01
	<.05

	CRH
	cg15971888
	10.42
	0.09
	<.01
	<.01

	CRH
	cg16664570
	15.16
	0.11
	<.001
	<.001

	CRH
	cg17305181
	127.22
	0.53
	<.001
	<.001

	CRH
	cg18640030
	0
	0
	>.10
	>.10

	CRH
	cg19035496
	0.83
	0.01
	>.10
	>.10

	CRH
	cg20329958
	0.12
	0
	>.10
	>.10

	CRH
	cg21240762
	5.34
	0.05
	<.05
	<.05

	CRH
	cg21878188
	5.53
	0.05
	<.05
	<.05

	CRH
	cg23409074
	5.7
	0.05
	<.05
	<.05

	NR3C1
	cg00629244
	2.59
	0.02
	>.10
	>.10

	NR3C1
	cg03857453
	27.31
	0.2
	<.001
	<.001

	NR3C1
	cg04111177
	0.85
	0.01
	>.10
	>.10

	NR3C1
	cg06521673
	7.67
	0.06
	<.01
	<.05

	NR3C1
	cg06952416
	11.9
	0.1
	<.001
	<.01

	NR3C1
	cg06968181
	0.99
	0.01
	>.10
	>.10

	NR3C1
	cg07528216
	18.28
	0.14
	<.001
	<.001

	NR3C1
	cg07589972
	5.97
	0.05
	<.05
	<.05

	NR3C1
	cg07733851
	34.31
	0.23
	<.001
	<.001

	NR3C1
	cg11152298
	1.24
	0.01
	>.10
	>.10

	NR3C1
	cg12466613
	7.48
	0.06
	<.01
	<.05

	NR3C1
	cg13648501
	41.96
	0.27
	<.001
	<.001

	NR3C1
	cg14558428
	0.04
	0
	>.10
	>.10

	NR3C1
	cg15645634
	0.01
	0
	>.10
	>.10

	NR3C1
	cg15910486
	6.66
	0.06
	<.05
	<.05

	NR3C1
	cg16335926
	7.76
	0.06
	<.01
	<.05

	NR3C1
	cg16586394
	6.01
	0.05
	<.05
	<.05

	NR3C1
	cg17342132
	7.87
	0.07
	<.01
	<.05

	NR3C1
	cg17617527
	0.91
	0.01
	>.10
	>.10

	NR3C1
	cg17860381
	0.66
	0
	>.10
	>.10

	NR3C1
	cg18019515
	3.26
	0.03
	<.10
	>.10

	NR3C1
	cg18068240
	0.72
	0.01
	>.10
	>.10

	NR3C1
	cg18146873
	0.18
	0
	>.10
	>.10

	NR3C1
	cg18484679
	26.71
	0.19
	<.001
	<.001

	NR3C1
	cg18849621
	11.05
	0.09
	<.01
	<.01

	NR3C1
	cg20753294
	6.43
	0.05
	<.05
	<.05

	NR3C1
	cg21702128
	1.74
	0.02
	>.10
	>.10

	NR3C1
	cg23273257
	26.03
	0.19
	<.001
	<.001

	NR3C1
	cg24026230
	0.49
	0
	>.10
	>.10

	NR3C1
	cg25535999
	8.34
	0.07
	<.01
	<.05

	NR3C1
	cg26464411
	0.25
	0
	>.10
	>.10

	NR3C1
	cg27122725
	19.01
	0.14
	<.001
	<.001

	NR3C1
	cg27345592
	53.05
	0.32
	<.001
	<.001

	POMC
	cg00293936
	7.83
	0.06
	<.01
	<.01

	POMC
	cg00674304
	48.82
	0.3
	<.001
	<.001

	POMC
	cg01926269
	230.22
	0.67
	<.001
	<.001

	POMC
	cg02716646
	0.52
	0
	>.10
	>.10

	POMC
	cg02757179
	0.03
	0
	>.10
	>.10

	POMC
	cg06846259
	3.7
	0.03
	<.10
	<.10

	POMC
	cg10045137
	22.19
	0.17
	<.001
	<.001

	POMC
	cg11894631
	19.21
	0.14
	<.001
	<.001

	POMC
	cg14170547
	68.62
	0.37
	<.001
	<.001

	POMC
	cg14357535
	22.22
	0.16
	<.001
	<.001

	POMC
	cg17736230
	16.5
	0.13
	<.001
	<.001

	POMC
	cg22900229
	228.96
	0.67
	<.001
	<.001

	POMC
	cg23598419
	55.59
	0.33
	<.001
	<.001

	POMC
	cg23809645
	4.91
	0.04
	<.05
	<.05

	POMC
	cg24425171
	484.89
	0.81
	<.001
	<.001

	POMC
	cg24718866
	1.47
	0.01
	>.10
	>.10


Note: F, statistic for abuse; Adj. p, adjusted p value; η2, eta square effect size; AVP, arginine vasopressin gene; CRH, corticotropin-releasing hormone gene; NR3C1, nuclear receptor subfamily 3, group C, member 1 glucocorticoid receptor gene; POMC, proopiomelanocortin gene.
