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Supplemental Table 1: Frequency of SNPs in mothers
	Group
	SNP
	n
	allele frequency
	genotype frequency
	Hardy-Weinberg

	
	
	
	variant
	wild type
	homozygous
	heterozygous
	wild type
	
	Exact

	
	
	
	n
	%
	n
	%
	n
	%
	n
	%
	n
	%
	p-value
	p-value*

	Control
	MTHFR  c.677C>T
	65
	47
	36.15
	83
	63.85
	9
	13.85
	29
	44.62
	27
	41.54
	0.786
	0.790

	
	MTHFR c.1298A>C
	65
	36
	27.69
	94
	72.31
	7
	10.77
	22
	33.85
	36
	55.38
	0.212
	0.220

	
	MTRR c.66A>G
	65
	76
	58.46
	54
	41.54
	22
	33.85
	32
	49.23
	11
	16.92
	0.912
	1.000

	
	SLC19A1 c.80A>G
	65
	68
	52.31
	62
	47.69
	17
	26.15
	34
	52.31
	14
	21.54
	0.696
	0.805

	All CHD
	MTHFR  c.677C>T
	181
	187
	38.01
	305
	61.99
	35
	14.23
	117
	47.56
	94
	38.21
	0.884
	1.000

	
	MTHFR c.1298A>C
	181
	133
	27.03
	359
	72.97
	20
	8.13
	93
	37.80
	133
	54.07
	0.513
	0.517

	
	MTRR c.66A>G
	180
	259
	52.86
	231
	47.14
	68
	27.76
	123
	50.20
	54
	22.04
	0.908
	1.000

	
	SLC19A1 c.80A>G
	180
	240
	48.98
	250
	51.02
	55
	22.45
	130
	53.06
	60
	24.49
	0.334
	0.374

	AS
	MTHFR  c.677C>T
	38
	77
	37.38
	129
	62.62
	14
	13.59
	49
	47.57
	40
	38.83
	0.869
	1.000

	
	MTHFR c.1298A>C
	38
	63
	30.58
	143
	69.42
	9
	8.74
	45
	43.69
	49
	47.57
	0.769
	1.000

	
	MTRR c.66A>G
	38
	120
	58.25
	86
	41.75
	36
	34.95
	48
	46.60
	19
	18.45
	0.671
	0.686

	
	SLC19A1 c.80A>G
	38
	104
	50.49
	102
	49.51
	24
	23.30
	56
	54.37
	23
	22.33
	0.375
	0.431

	ASD
	MTHFR  c.677C>T
	12
	56
	36.36
	98
	63.64
	11
	14.29
	34
	44.16
	32
	41.56
	0.687
	0.805

	
	MTHFR c.1298A>C
	12
	40
	25.97
	114
	74.03
	7
	9.09
	26
	33.77
	44
	57.14
	0.285
	0.371

	
	MTRR c.66A>G
	12
	88
	57.14
	66
	42.86
	25
	32.47
	38
	49.35
	14
	18.18
	0.947
	1.000

	
	SLC19A1 c.80A>G
	12
	79
	51.30
	75
	48.70
	18
	23.38
	43
	55.84
	16
	20.78
	0.302
	0.368

	AVSD
	MTHFR  c.677C>T
	10
	53
	35.33
	97
	64.67
	9
	12.00
	35
	46.67
	31
	41.33
	0.854
	1.000

	
	MTHFR c.1298A>C
	10
	42
	28.00
	108
	72.00
	8
	10.67
	26
	34.67
	41
	54.67
	0.225
	0.252

	
	MTRR c.66A>G
	10
	83
	55.33
	67
	44.67
	23
	30.67
	37
	49.33
	15
	20.00
	0.986
	1.000

	
	SLC19A1 c.80A>G
	10
	77
	51.33
	73
	48.67
	20
	26.67
	37
	49.33
	18
	24.00
	0.913
	1.000

	TGA
	MTHFR  c.677C>T
	21
	62
	36.05
	110
	63.95
	11
	12.79
	40
	46.51
	35
	40.70
	0.935
	1.000

	
	MTHFR c.1298A>C
	21
	46
	26.74
	126
	73.26
	7
	8.14
	32
	37.21
	47
	54.65
	0.640
	0.592

	
	MTRR c.66A>G
	21
	94
	54.65
	78
	45.35
	25
	29.07
	44
	51.16
	17
	19.77
	0.765
	0.831

	
	SLC19A1 c.80A>G
	21
	88
	51.16
	84
	48.84
	22
	25.58
	44
	51.16
	20
	23.26
	0.825
	1.000

	TOF
	MTHFR  c.677C>T
	42
	75
	35.05
	139
	64.95
	16
	14.95
	43
	40.19
	48
	44.86
	0.225
	0.286

	
	MTHFR c.1298A>C
	42
	63
	29.44
	151
	70.56
	13
	12.15
	37
	34.58
	57
	53.27
	0.083
	0.100

	
	MTRR c.66A>G
	42
	122
	57.01
	92
	42.99
	33
	30.84
	56
	52.34
	18
	16.82
	0.484
	0.555

	
	SLC19A1 c.80A>G
	42
	110
	51.40
	104
	48.60
	25
	23.36
	60
	56.07
	22
	20.56
	0.206
	0.252

	VSD
	MTHFR  c.677C>T
	51
	95
	40.95
	137
	59.05
	19
	16.38
	57
	49.14
	40
	34.48
	0.863
	1.000

	
	MTHFR c.1298A>C
	51
	55
	23.71
	177
	76.29
	10
	8.62
	35
	30.17
	71
	61.21
	0.074
	0.077

	
	MTRR c.66A>G
	50
	125
	54.35
	105
	45.65
	34
	29.57
	57
	49.57
	24
	20.87
	0.990
	1.000

	
	SLC19A1 c.80A>G
	50
	114
	49.57
	116
	50.43
	28
	24.35
	58
	50.43
	29
	25.22
	0.925
	1.000


*Exact p-values obtained by Monte-Carlo procedure with 100,000 permutations
Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect. 
PAGE  

