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Supplemental Table 2: Frequency of SNPs in children
	Group
	SNP
	n
	allele frequency
	genotype frequency
	Hardy-Weinberg

	
	
	
	variant
	wild type
	homozygous
	heterozygous
	wild type
	
	Exact

	
	
	
	n
	%
	n
	%
	n
	%
	n
	%
	n
	%
	p-value
	p-value*

	Control
	MTHFR  c.677C>T
	69
	42
	30.4
	96
	69.6
	8
	11.6
	26
	37.7
	35
	50.7
	0.360
	0.396

	
	MTHFR c.1298A>C
	69
	36
	26.1
	102
	73.9
	5
	7.2
	26
	37.7
	38
	55.1
	0.849
	0.764

	
	MTRR c.66A>G
	69
	79
	57.2
	59
	42.8
	21
	30.4
	37
	53.6
	11
	15.9
	0.428
	0.623

	
	SLC19A1 c.80A>G
	69
	72
	52.2
	66
	47.8
	19
	27.5
	34
	49.3
	16
	23.2
	0.916
	1.000

	All CHD
	MTHFR  c.677C>T
	156
	157
	34.9
	293
	65.1
	35
	15.6
	87
	38.7
	103
	45.8
	0.025
	0.028

	
	MTHFR c.1298A>C
	156
	127
	28.2
	323
	71.8
	17
	7.6
	93
	41.3
	115
	51.1
	0.762
	0.869

	
	MTRR c.66A>G
	156
	225
	50.0
	225
	50.0
	61
	27.1
	103
	45.8
	61
	27.1
	0.205
	0.226

	
	SLC19A1 c.80A>G
	156
	240
	53.3
	210
	46.7
	62
	27.6
	116
	51.6
	47
	20.9
	0.592
	0.688

	AS
	MTHFR  c.677C>T
	32
	65
	32.2
	137
	67.8
	10
	9.9
	45
	44.6
	46
	45.5
	0.835
	1.000

	
	MTHFR c.1298A>C
	32
	57
	28.2
	145
	71.8
	7
	6.9
	43
	42.6
	51
	50.5
	0.609
	0.807

	
	MTRR c.66A>G
	32
	108
	53.5
	94
	46.5
	30
	29.7
	48
	47.5
	23
	22.8
	0.652
	0.688

	
	SLC19A1 c.80A>G
	32
	104
	51.5
	98
	48.5
	27
	26.7
	50
	49.5
	24
	23.8
	0.928
	1.000

	ASD
	MTHFR  c.677C>T
	11
	47
	29.4
	113
	70.6
	9
	11.2
	29
	36.2
	42
	52.5
	0.258
	0.284

	
	MTHFR c.1298A>C
	11
	42
	26.2
	118
	73.8
	6
	7.5
	30
	37.5
	44
	55.0
	0.778
	0.773

	
	MTRR c.66A>G
	11
	90
	56.2
	70
	43.8
	24
	30.0
	42
	52.5
	14
	17.5
	0.551
	0.654

	
	SLC19A1 c.80A>G
	11
	85
	53.1
	75
	46.9
	22
	27.5
	41
	51.2
	17
	21.2
	0.795
	1.000

	AVSD
	MTHFR  c.677C>T
	9
	48
	30.8
	108
	69.2
	10
	12.8
	28
	35.9
	40
	51.3
	0.164
	0.187

	
	MTHFR c.1298A>C
	9
	42
	26.9
	114
	73.1
	6
	7.7
	30
	38.5
	42
	53.8
	0.842
	0.780

	
	MTRR c.66A>G
	9
	86
	55.1
	70
	44.9
	22
	28.2
	42
	53.9
	14
	18.0
	0.435
	0.499

	
	SLC19A1 c.80A>G
	9
	83
	53.2
	73
	46.8
	23
	29.5
	37
	47.4
	18
	23.1
	0.676
	0.655

	TGA
	MTHFR  c.677C>T
	20
	56
	31.5
	122
	68.5
	10
	11.2
	36
	40.4
	43
	48.3
	0.558
	0.621

	
	MTHFR c.1298A>C
	20
	49
	27.5
	129
	72.5
	7
	7.9
	35
	39.3
	47
	52.8
	0.892
	1.000

	
	MTRR c.66A>G
	20
	99
	55.6
	79
	44.4
	25
	28.1
	49
	55.1
	15
	16.9
	0.277
	0.391

	
	SLC19A1 c.80A>G
	20
	93
	52.2
	85
	47.8
	23
	25.8
	47
	52.8
	19
	21.4
	0.582
	0.673

	TOF
	MTHFR  c.677C>T
	34
	70
	34.0
	136
	66.0
	17
	16.5
	36
	35.0
	50
	48.5
	0.025
	0.029

	
	MTHFR c.1298A>C
	34
	53
	25.7
	153
	74.3
	7
	6.8
	39
	37.9
	57
	55.3
	0.925
	1.000

	
	MTRR c.66A>G
	34
	114
	55.3
	92
	44.7
	31
	30.1
	52
	50.5
	20
	19.4
	0.828
	1.000

	
	SLC19A1 c.80A>G
	34
	107
	51.9
	99
	48.1
	28
	27.2
	51
	49.5
	24
	23.3
	0.934
	1.000

	VSD
	MTHFR  c.677C>T
	44
	78
	34.5
	148
	65.5
	19
	16.8
	40
	35.4
	54
	47.8
	0.021
	0.023

	
	MTHFR c.1298A>C
	44
	62
	27.4
	164
	72.6
	9
	8.0
	44
	38.9
	60
	53.1
	0.815
	0.814

	
	MTRR c.66A>G
	44
	116
	51.3
	110
	48.7
	32
	28.3
	52
	46.0
	29
	25.7
	0.401
	0.450

	
	SLC19A1 c.80A>G
	44
	119
	52.7
	107
	47.4
	31
	27.4
	57
	50.4
	25
	22.1
	0.901
	1.000


*Exact p-values obtained by Monte-Carlo procedure with 100,000 permutations
Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect. 
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