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Supplemental Table 3:  Association of maternal folate-related SNPs with risk of CHD in children

	Defect
	SNP
	Allelic
	Homozygous
	Heterozygous

	
	
	OR
	Lower CL
	Upper CL
	p-value
	p-exact
	OR
	Lower CL
	Upper CL
	p-value
	OR
	Lower CL
	Upper CL
	p-value

	All CHD
	MTHFR  c.677C>T
	1.11
	0.73
	1.69
	0.6116
	0.6716
	1.16
	0.48
	2.81
	0.7349
	1.22
	0.66
	2.26
	0.5200

	
	MTHFR c.1298A>C
	0.96
	0.61
	1.50
	0.8435
	0.9069
	0.69
	0.25
	1.86
	0.4636
	1.20
	0.65
	2.21
	0.5636

	
	MTRR c.66A>G
	0.73
	0.49
	1.10
	0.1353
	0.1517
	0.53
	0.23
	1.23
	0.1418
	0.73
	0.34
	1.58
	0.4212

	
	SLC19A1 c.80A>G
	0.83
	0.56
	1.25
	0.3758
	0.4153
	0.68
	0.30
	1.56
	0.3616
	0.86
	0.42
	1.76
	0.6776

	AS
	MTHFR  c.677C>T
	1.15
	0.64
	2.06
	0.6346
	0.6569
	1.15
	0.32
	4.14
	0.8263
	1.43
	0.60
	3.43
	0.4199

	
	MTHFR c.1298A>C
	1.44
	0.78
	2.64
	0.2390
	0.2752
	0.79
	0.15
	4.31
	0.7865
	2.90
	1.22
	6.86
	0.0157

	
	MTRR c.66A>G
	0.98
	0.55
	1.73
	0.9366
	1.0000
	0.87
	0.28
	2.71
	0.8169
	0.69
	0.23
	2.05
	0.5007

	
	SLC19A1 c.80A>G
	0.82
	0.47
	1.45
	0.4939
	0.5633
	0.64
	0.19
	2.16
	0.4724
	1.01
	0.37
	2.72
	0.9898

	ASD
	MTHFR  c.677C>T
	1.06
	0.43
	2.61
	0.8998
	1.0000
	1.20
	0.20
	7.30
	0.8431
	0.93
	0.24
	3.58
	0.9171

	
	MTHFR c.1298A>C
	0.52
	0.17
	1.63
	0.2577
	0.3152
	
	
	
	
	0.82
	0.22
	3.04
	0.7644

	
	MTRR c.66A>G
	0.71
	0.30
	1.70
	0.4415
	0.5047
	0.50
	0.09
	2.90
	0.4392
	0.69
	0.15
	3.23
	0.6346

	
	SLC19A1 c.80A>G
	0.77
	0.32
	1.85
	0.5599
	0.6592
	0.41
	0.03
	5.03
	0.4871
	1.85
	0.35
	9.68
	0.4648

	AVSD
	MTHFR  c.677C>T
	0.76
	0.27
	2.10
	0.5920
	0.6285
	
	
	
	
	1.40
	0.36
	5.49
	0.6327

	
	MTHFR c.1298A>C
	1.12
	0.40
	3.14
	0.8306
	1.0000
	1.03
	0.10
	10.20
	0.9807
	1.31
	0.32
	5.40
	0.7096

	
	MTRR c.66A>G
	0.38
	0.14
	1.02
	0.0494
	0.0559
	0.13
	0.01
	1.26
	0.0774
	0.43
	0.10
	1.89
	0.2641

	
	SLC19A1 c.80A>G
	0.75
	0.29
	1.92
	0.5427
	0.6326
	0.62
	0.12
	3.23
	0.5684
	0.31
	0.06
	1.56
	0.1554

	TGA
	MTHFR  c.677C>T
	0.98
	0.47
	2.03
	0.9589
	1.0000
	0.75
	0.13
	4.20
	0.7436
	1.28
	0.45
	3.66
	0.6450

	
	MTHFR c.1298A>C
	0.82
	0.36
	1.83
	0.6211
	0.6918
	
	
	
	
	1.49
	0.54
	4.07
	0.4396

	
	MTRR c.66A>G
	0.53
	0.26
	1.08
	0.0774
	0.1089
	0.25
	0.05
	1.19
	0.0822
	0.69
	0.21
	2.27
	0.5391

	
	SLC19A1 c.80A>G
	0.83
	0.41
	1.66
	0.5972
	0.7212
	0.69
	0.17
	2.73
	0.5933
	0.69
	0.21
	2.25
	0.5345

	TOF
	MTHFR  c.677C>T
	0.88
	0.50
	1.57
	0.6728
	0.7694
	1.00
	0.32
	3.13
	1.0000
	0.62
	0.26
	1.46
	0.2746

	
	MTHFR c.1298A>C
	1.24
	0.68
	2.25
	0.4855
	0.5391
	1.47
	0.44
	4.96
	0.5351
	1.17
	0.50
	2.73
	0.7187

	
	MTRR c.66A>G
	0.86
	0.49
	1.50
	0.5934
	0.6683
	0.79
	0.24
	2.59
	0.6918
	1.18
	0.40
	3.49
	0.7667

	
	SLC19A1 c.80A>G
	0.91
	0.53
	1.58
	0.7415
	0.7797
	0.82
	0.25
	2.76
	0.7529
	1.34
	0.49
	3.67
	0.5709

	VSD
	MTHFR  c.677C>T
	1.57
	0.93
	2.66
	0.0936
	0.1076
	2.31
	0.75
	7.05
	0.1425
	2.01
	0.86
	4.65
	0.1050

	
	MTHFR c.1298A>C
	0.60
	0.32
	1.12
	0.1071
	0.1238
	0.44
	0.11
	1.84
	0.2619
	0.61
	0.27
	1.39
	0.2389

	
	MTRR c.66A>G
	0.68
	0.40
	1.15
	0.1533
	0.1825
	0.46
	0.16
	1.34
	0.1557
	0.66
	0.25
	1.72
	0.3973

	
	SLC19A1 c.80A>G
	0.78
	0.46
	1.31
	0.3429
	0.3554
	0.60
	0.21
	1.73
	0.3472
	0.66
	0.27
	1.61
	0.3615


Empty areas indicate insufficient data for valid analysis
Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect. 
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