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Supplemental Table 4: Association of maternal folate-related SNPs with risk of CHD in children, recessive and dominant effects
	 
	 
	Recessive
	Dominant

	Defect
	SNP
	OR
	Lower CL
	Upper CL
	p-value
	OR
	Lower CL
	Upper CL
	p-value

	All CHD
	MTHFR  c.677C>T
	1.04
	0.46
	2.36
	0.9188
	1.21
	0.68
	2.16
	0.5201

	
	MTHFR c.1298A>C
	0.64
	0.24
	1.68
	0.3670
	1.08
	0.61
	1.90
	0.8035

	
	MTRR c.66A>G
	0.67
	0.36
	1.24
	0.2022
	0.65
	0.31
	1.35
	0.2481

	
	SLC19A1 c.80A>G
	0.76
	0.39
	1.46
	0.4044
	0.80
	0.41
	1.58
	0.5191

	AS
	MTHFR  c.677C>T
	0.94
	0.29
	3.05
	0.9221
	1.37
	0.59
	3.14
	0.4622

	
	MTHFR c.1298A>C
	0.46
	0.09
	2.34
	0.3496
	2.39
	1.04
	5.47
	0.0398

	
	MTRR c.66A>G
	1.14
	0.49
	2.63
	0.7584
	0.76
	0.28
	2.11
	0.6027

	
	SLC19A1 c.80A>G
	0.64
	0.24
	1.71
	0.3726
	0.88
	0.34
	2.29
	0.8009

	ASD
	MTHFR  c.677C>T
	1.24
	0.23
	6.63
	0.7978
	0.99
	0.29
	3.47
	0.9934

	
	MTHFR c.1298A>C
	
	
	
	
	0.62
	0.17
	2.27
	0.4710

	
	MTRR c.66A>G
	0.65
	0.16
	2.65
	0.5500
	0.61
	0.14
	2.63
	0.5081

	
	SLC19A1 c.80A>G
	0.26
	0.03
	2.14
	0.2088
	1.37
	0.27
	7.00
	0.7034

	AVSD
	MTHFR  c.677C>T
	
	
	
	
	1.07
	0.27
	4.14
	0.9267

	
	MTHFR c.1298A>C
	0.92
	0.10
	8.39
	0.9415
	1.24
	0.33
	4.71
	0.7505

	
	MTRR c.66A>G
	0.22
	0.03
	1.83
	0.1598
	0.31
	0.07
	1.27
	0.1021

	
	SLC19A1 c.80A>G
	1.21
	0.28
	5.22
	0.7981
	0.41
	0.10
	1.66
	0.2130

	TGA
	MTHFR  c.677C>T
	0.66
	0.13
	3.30
	0.6086
	1.15
	0.42
	3.17
	0.7802

	
	MTHFR c.1298A>C
	
	
	
	
	1.13
	0.42
	3.03
	0.8101

	
	MTRR c.66A>G
	0.33
	0.09
	1.23
	0.0973
	0.51
	0.16
	1.60
	0.2491

	
	SLC19A1 c.80A>G
	0.88
	0.28
	2.78
	0.8306
	0.69
	0.22
	2.10
	0.5085

	TOF
	MTHFR  c.677C>T
	1.24
	0.43
	3.64
	0.6899
	0.71
	0.33
	1.55
	0.3908

	
	MTHFR c.1298A>C
	1.38
	0.43
	4.44
	0.5878
	1.24
	0.57
	2.70
	0.5859

	
	MTRR c.66A>G
	0.69
	0.29
	1.64
	0.4035
	1.02
	0.36
	2.88
	0.9724

	
	SLC19A1 c.80A>G
	0.66
	0.26
	1.71
	0.3980
	1.17
	0.44
	3.08
	0.7557

	VSD
	MTHFR  c.677C>T
	1.52
	0.57
	4.07
	0.4073
	2.08
	0.93
	4.62
	0.0734

	
	MTHFR c.1298A>C
	0.52
	0.13
	2.11
	0.3590
	0.57
	0.26
	1.22
	0.1480

	
	MTRR c.66A>G
	0.62
	0.27
	1.41
	0.2532
	0.58
	0.23
	1.43
	0.2380

	
	SLC19A1 c.80A>G
	0.80
	0.33
	1.90
	0.6073
	0.64
	0.27
	1.49
	0.3020


Empty areas indicate insufficient data for valid analysis
Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect.
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