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Supplemental Table 5:  Association of folate-related SNPs in children with risk of CHD

	Defect
	SNP
	Allelic
	Homozygous
	Heterozygous

	
	
	OR
	Lower CL
	Upper CL
	p-value
	p-exact
	OR
	Lower CL
	Upper CL
	p-value
	OR
	Lower CL
	Upper CL
	p-value

	All CHD
	MTHFR  c.677C>T
	1.33
	0.87
	2.05
	0.1874
	0.2039
	1.74
	0.71
	4.22
	0.2232
	1.21
	0.65
	2.23
	0.5471

	
	MTHFR c.1298A>C
	1.17
	0.74
	1.83
	0.5033
	0.5695
	1.18
	0.39
	3.61
	0.7657
	1.27
	0.70
	2.31
	0.4298

	
	MTRR c.66A>G
	0.66
	0.44
	0.98
	0.0409
	0.0532
	0.42
	0.18
	0.97
	0.0423
	0.39
	0.18
	0.84
	0.0168

	
	SLC19A1 c.80A>G
	1.07
	0.72
	1.60
	0.7430
	0.7596
	1.17
	0.52
	2.62
	0.7068
	1.24
	0.60
	2.57
	0.5532

	AS
	MTHFR  c.677C>T
	1.28
	0.69
	2.40
	0.4360
	0.5167
	0.80
	0.15
	4.32
	0.7909
	2.33
	0.95
	5.72
	0.0659

	
	MTHFR c.1298A>C
	1.38
	0.73
	2.64
	0.3231
	0.4033
	1.17
	0.20
	6.77
	0.8615
	1.91
	0.79
	4.60
	0.1481

	
	MTRR c.66A>G
	0.62
	0.34
	1.12
	0.1136
	0.1303
	0.39
	0.13
	1.22
	0.1055
	0.27
	0.09
	0.79
	0.0162

	
	SLC19A1 c.80A>G
	0.92
	0.51
	1.66
	0.7736
	0.8796
	0.84
	0.26
	2.75
	0.7761
	0.94
	0.33
	2.65
	0.9087

	ASD
	MTHFR  c.677C>T
	0.67
	0.23
	1.94
	0.4610
	0.6146
	0.63
	0.07
	5.82
	0.6798
	0.58
	0.14
	2.45
	0.4555

	
	MTHFR c.1298A>C
	1.06
	0.39
	2.92
	0.9065
	1.0000
	1.27
	0.13
	12.80
	0.8412
	0.97
	0.25
	3.80
	0.9702

	
	MTRR c.66A>G
	0.75
	0.30
	1.84
	0.5246
	0.6438
	0.52
	0.09
	3.04
	0.4711
	0.50
	0.10
	2.41
	0.3842

	
	SLC19A1 c.80A>G
	1.32
	0.53
	3.30
	0.5460
	0.6481
	2.53
	0.24
	26.72
	0.4413
	3.29
	0.37
	29.06
	0.2834

	AVSD
	MTHFR  c.677C>T
	1.14
	0.40
	3.25
	0.8021
	1.0000
	1.75
	0.29
	10.70
	0.5447
	0.54
	0.10
	3.00
	0.4797

	
	MTHFR c.1298A>C
	1.42
	0.50
	4.05
	0.5145
	0.5754
	1.90
	0.18
	20.56
	0.5973
	1.46
	0.34
	6.38
	0.6135

	
	MTRR c.66A>G
	0.48
	0.17
	1.30
	0.1408
	0.2078
	0.17
	0.02
	1.88
	0.1503
	0.50
	0.10
	2.41
	0.3842

	
	SLC19A1 c.80A>G
	1.44
	0.53
	3.93
	0.4748
	0.6158
	1.68
	0.27
	10.43
	0.5752
	0.71
	0.11
	4.65
	0.7171

	TGA
	MTHFR  c.677C>T
	1.23
	0.58
	2.59
	0.5840
	0.7001
	1.09
	0.19
	6.17
	0.9191
	1.68
	0.58
	4.85
	0.3356

	
	MTHFR c.1298A>C
	1.36
	0.64
	2.93
	0.4240
	0.5444
	1.69
	0.28
	10.15
	0.5669
	1.46
	0.51
	4.18
	0.4787

	
	MTRR c.66A>G
	0.75
	0.37
	1.51
	0.4167
	0.4726
	0.52
	0.11
	2.51
	0.4184
	0.89
	0.24
	3.33
	0.8648

	
	SLC19A1 c.80A>G
	1.01
	0.50
	2.05
	0.9710
	1.0000
	1.12
	0.22
	5.78
	0.8898
	2.04
	0.51
	8.18
	0.3146

	TOF
	MTHFR  c.677C>T
	1.60
	0.87
	2.93
	0.1258
	0.1608
	2.62
	0.85
	8.11
	0.0937
	0.90
	0.35
	2.31
	0.8229

	
	MTHFR c.1298A>C
	0.94
	0.48
	1.84
	0.8667
	1.0000
	0.80
	0.14
	4.51
	0.8004
	1.00
	0.42
	2.37
	1.0000

	
	MTRR c.66A>G
	0.79
	0.44
	1.42
	0.4330
	0.4585
	0.58
	0.18
	1.85
	0.3600
	0.50
	0.17
	1.44
	0.1966

	
	SLC19A1 c.80A>G
	0.97
	0.54
	1.74
	0.9243
	1.0000
	0.95
	0.30
	3.03
	0.9273
	1.00
	0.36
	2.80
	1.0000

	VSD
	MTHFR  c.677C>T
	1.58
	0.91
	2.77
	0.1063
	0.1145
	2.53
	0.87
	7.37
	0.0882
	0.99
	0.42
	2.34
	0.9852

	
	MTHFR c.1298A>C
	1.19
	0.66
	2.15
	0.5699
	0.6469
	1.38
	0.34
	5.69
	0.6544
	1.20
	0.54
	2.66
	0.6605

	
	MTRR c.66A>G
	0.54
	0.32
	0.93
	0.0258
	0.0295
	0.32
	0.11
	0.91
	0.0329
	0.25
	0.09
	0.65
	0.0044

	
	SLC19A1 c.80A>G
	1.05
	0.61
	1.80
	0.8561
	0.8918
	1.12
	0.38
	3.34
	0.8351
	1.20
	0.45
	3.18
	0.7102


Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect.
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