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Supplemental Table 6: Association of folate-related SNPs in children with the risk of CHD, recessive and dominant effects
	
	
	Recessive
	Dominant

	Defect
	SNP
	OR
	Lower CL
	Upper CL
	p-value
	OR
	Lower CL
	Upper CL
	p-value

	All CHD
	MTHFR  c.677C>T
	1.60
	0.68
	3.72
	0.2789
	1.33
	0.75
	2.35
	0.3225

	
	MTHFR c.1298A>C
	1.07
	0.36
	3.15
	0.9071
	1.26
	0.71
	2.22
	0.4296

	
	MTRR c.66A>G
	0.79
	0.42
	1.47
	0.4562
	0.40
	0.19
	0.83
	0.0140

	
	SLC19A1 c.80A>G
	1.00
	0.53
	1.89
	0.9966
	1.22
	0.61
	2.41
	0.5729

	AS
	MTHFR  c.677C>T
	0.51
	0.10
	2.54
	0.4101
	1.96
	0.82
	4.68
	0.1276

	
	MTHFR c.1298A>C
	0.85
	0.16
	4.65
	0.8546
	1.79
	0.77
	4.19
	0.1789

	
	MTRR c.66A>G
	0.89
	0.35
	2.26
	0.8132
	0.32
	0.12
	0.83
	0.0191

	
	SLC19A1 c.80A>G
	0.88
	0.34
	2.29
	0.7888
	0.91
	0.34
	2.40
	0.8423

	ASD
	MTHFR  c.677C>T
	0.76
	0.09
	6.77
	0.8078
	0.59
	0.16
	2.19
	0.4294

	
	MTHFR c.1298A>C
	1.28
	0.14
	12.12
	0.8295
	1.02
	0.28
	3.67
	0.9740

	
	MTRR c.66A>G
	0.86
	0.21
	3.56
	0.8318
	0.51
	0.12
	2.21
	0.3651

	
	SLC19A1 c.80A>G
	0.99
	0.24
	4.12
	0.9855
	3.02
	0.36
	25.39
	0.3095

	AVSD
	MTHFR  c.677C>T
	2.18
	0.38
	12.36
	0.3792
	0.82
	0.20
	3.33
	0.7853

	
	MTHFR c.1298A>C
	1.60
	0.17
	15.48
	0.6848
	1.53
	0.38
	6.20
	0.5496

	
	MTRR c.66A>G
	0.29
	0.03
	2.43
	0.2515
	0.38
	0.08
	1.75
	0.2138

	
	SLC19A1 c.80A>G
	2.11
	0.51
	8.68
	0.3031
	1.06
	0.20
	5.60
	0.9484

	TGA
	MTHFR  c.677C>T
	0.85
	0.16
	4.35
	0.8426
	1.54
	0.56
	4.25
	0.3999

	
	MTHFR c.1298A>C
	1.42
	0.25
	7.95
	0.6882
	1.50
	0.55
	4.07
	0.4284

	
	MTRR c.66A>G
	0.57
	0.17
	1.92
	0.3646
	0.76
	0.21
	2.70
	0.6701

	
	SLC19A1 c.80A>G
	0.66
	0.20
	2.22
	0.5001
	1.71
	0.44
	6.59
	0.4353

	TOF
	MTHFR  c.677C>T
	2.74
	0.95
	7.92
	0.0620
	1.30
	0.57
	2.98
	0.5285

	
	MTHFR c.1298A>C
	0.80
	0.15
	4.35
	0.7963
	0.97
	0.42
	2.21
	0.9381

	
	MTRR c.66A>G
	0.95
	0.39
	2.34
	0.9155
	0.53
	0.19
	1.43
	0.2081

	
	SLC19A1 c.80A>G
	0.95
	0.37
	2.39
	0.9094
	0.98
	0.37
	2.59
	0.9692

	VSD
	MTHFR  c.677C>T
	2.54
	0.93
	6.94
	0.0687
	1.35
	0.63
	2.90
	0.4343

	
	MTHFR c.1298A>C
	1.28
	0.32
	5.05
	0.7245
	1.23
	0.57
	2.62
	0.5985

	
	MTRR c.66A>G
	0.76
	0.32
	1.79
	0.5324
	0.27
	0.11
	0.66
	0.0040

	
	SLC19A1 c.80A>G
	0.99
	0.42
	2.30
	0.9756
	1.17
	0.47
	2.95
	0.7330


Abbreviations: All CHD, all defects grouped together; AS, aortic valve stenosis; ASD, atrial septal defect; AVSD, atrioventricular septal defect; TGA, transposition of the great arteries; TOF, Tetralogy of Fallot; and VSD, ventricular septal defect. 
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