Table S2. Identification of differentially expressed proteins of serum exosomes from Kawasaki disease patients after

intravenous immunoglobulin therapy by matrix-assisted laser desorption ionization time of flight/time of flight mass

spectrometry.
	Spot NO.1
	Protein name
	Accession NO.
	MW(Da)
	Protein pI
	Sequence Coverage
	Ratio(+IVIG/
C.)2
	Score

	1
	Alpha-1-antitrypsin (SERPINA1)
	P01009
	44280
	5.37
	32%
	1.73256
	319

	3
	Inter-alpha (Globulin) inhibitor H4 (Plasma Kallikrein-sensitive glycoprotein) variant (N/A)
	Q59FS1
	76971
	5.72
	16%
	1.72639
	218

	4
	Inter-alpha-trypsin inhibitor heavy chain H4 (ITIH4)
	Q14624
	103536
	6.64
	18%
	1.55717
	251

	6
	35 kDa inter-alpha-trypsin inhibitor heavy chain H4 (ITIH4)
	B7ZKJ8
	100023
	6.06
	15%
	1.5651
	263

	7
	Afamin (AFM)
	P43652
	70963
	5.64
	28%
	-1.58052
	348

	8
	Insulin-like growth factor-binding protein complex acid labile subunit (IGFALS)
	P35858
	66735
	6.33
	22%
	-1.64949
	261

	9
	Complement C4-A (C4A)
	P0C0L4
	84758
	5.33
	26%
	-2.21496
	229

	10
	Kininogen 1, isoform CRA_a (KNG1 )
	D3DNU8
	48906
	6.29
	27%
	-2.84525
	326

	11
	Ig alpha-1 chain C region (IGHA1)
	P01876
	23642
	7.12
	21%
	-2.58006
	141

	12
	Antithrombin-III (SERPINC1)
	P01008
	49350
	5.95
	36%
	-1.9201
	326

	13
	Alpha-1B-glycoprotein (A1BG)
	P04217
	52479
	5.65
	30%
	-2.58244
	314

	14
	Antithrombin-III (SERPINC1)
	P01008
	49350
	5.95
	40%
	-2.13998
	476

	15
	Alpha-1-antichymotrypsin (SERPINA3)
	P01011
	45567
	5.32
	37%
	1.9668
	292

	16
	Alpha-1-antichymotrypsin (SERPINA3)
	P01011
	45567
	5.32
	37%
	2.0015
	270

	17
	Alpha-1-antichymotrypsin (SERPINA3)
	P01011
	32857
	5.71
	29%
	1.9791
	156

	18
	Alpha-1-antitrypsin (SERPINA1)
	P01009
	44280
	5.37
	24%
	1.68467
	116

	19
	Alpha-1-antitrypsin (SERPINA1)
	P01009
	44280
	5.37
	23%
	2.38724
	126

	20
	Angiotensinogen (AGT)
	P01019
	53406
	5.87
	16%
	2.47651
	246

	21
	Inter-alpha (Globulin) inhibitor H4 (Plasma Kallikrein-sensitive glycoprotein) variant
	Q59FS1
	76971
	5.72
	24%
	4.04864
	390

	22
	Inter-alpha (Globulin) inhibitor H4 (Plasma Kallikrein-sensitive glycoprotein) variant
	Q59FS1
	76971
	5.72
	22%
	3.59098
	330

	23
	Antithrombin-III (SERPINC1)
	P01008
	49350
	5.95
	40%
	-1.80248
	476

	24
	Vitamin D-binding protein (GC)
	P02774
	54526
	5.4
	21%
	-9.33554
	232

	25
	CFI protein (CFI)
	Q8WW88
	44285
	8.49
	7%
	2.4961
	74

	26
	Fibrinogen gamma chain (FGG)
	P02679
	46823
	5.54
	18%
	1.591
	90

	27
	Serum albumin (ALB)
	P02768
	68366
	5.62
	28%
	-1.90818
	198

	28
	Serum albumin (ALB)
	P02768
	58513
	5.96
	41%
	-2.9652
	268

	29
	Serum albumin (ALB)
	P02768
	53416
	5.69
	337
	-2.6375
	40%

	30
	Keratin, type I cytoskeletal 10 (KRT10)
	P13645
	59020
	5.13
	10%
	-1.67353
	92

	31
	Serum albumin (ALB)
	P02768
	58513
	5.96
	28%
	-1.51866
	160

	32
	Leucine-rich alpha-2-glycoprotein (LRG1)
	P02750
	38382
	6.45
	31%
	2.28612
	271

	33
	Leucine-rich alpha-2-glycoprotein (LRG1)
	P02750
	38382
	6.45
	23%
	1.66342
	358

	35
	Haptoglobin (HP)
	P00738
	38868
	6.26
	29%
	2.71311
	269

	36
	Leucine-rich alpha-2-glycoprotein (LRG1)
	P02750
	38382
	6.45
	34%
	4.23908
	407

	37
	Leucine-rich alpha-2-glycoprotein (LRG1)
	P02750
	38382
	6.45
	21%
	2.7961
	160

	38
	Alpha-1-antitrypsin (SERPINA1)
	P01009
	44179
	5.35
	24%
	2.44291
	78

	41
	Zinc-alpha-2-glycoprotein (AZGP1)
	P25311
	31854
	5.7
	42%
	1.69638
	246

	42
	Zinc-alpha-2-glycoprotein (AZGP1)
	P25311
	31854
	5.7
	42%
	2.28685
	246

	44
	Clusterin (CLU)
	P10909
	49342
	6.27
	29%
	-1.54331
	329

	45
	Clusterin (CLU)
	P10909
	36997
	5.74
	27%
	-1.70656
	280

	46
	CD5 antigen-like (CD5L)
	O43866
	39603
	5.28
	43%
	-1.5528
	246

	48
	Actin, cytoplasmic 1 (ACTB)
	P60709
	40536
	5.55
	38%
	2.17961
	344

	49
	CD5 antigen-like (CD5L)
	O43866
	39603
	5.28
	20%
	-2.1527
	148

	50
	Sex hormone-binding globulin (SHBG)
	P04278
	28876
	5.32
	46%
	-2.25791
	392

	52
	Ig mu chain C region (IGHM)
	P01871
	49960
	6.35
	13%
	-1.83009
	113

	56
	Haptoglobin (HP)
	P00738
	38868
	6.26
	42%
	3.52689
	371

	58
	Haptoglobin-related protein (HPR)
	P00739
	39300
	6.67
	20%
	1.52145
	156

	61
	Ficolin-3 (FCN3)
	O75636
	33395
	6.2
	21%
	-1.79236
	218

	62
	Apolipoprotein E (APOE)
	P02649
	36246
	5.65
	58%
	1.52458
	323

	63
	Inter-alpha-trypsin inhibitor heavy chain H4 (ITI-HC4)
	Q14624
	71194
	5.43
	8%
	1.78175
	122

	64
	Mannose-binding protein C (MBL2)
	P11226
	26530
	5.22
	25%
	-1000000
	171

	66
	Ig lambda chain V-I region VOR (N/A)
	P01699
	11373
	4.47
	22%
	2.06925
	108

	67
	Complement C4-B (C4B)
	P0C0L5
	48065
	5.78
	18%
	-1.53193
	162

	69
	Transthyretin (TTR)
	P02766
	12809
	5.26
	61%
	-2.06234
	266

	70
	Apolipoprotein A-I (APOA1)
	P02647
	28061
	5.27
	42%
	-1.53193
	199

	71
	Apolipoprotein A-I (APOA1)
	P02647
	28061
	5.27
	63%
	-1.60453
	310

	72
	Ig kappa chain C region (IGKC)
	P01834
	23523
	5.72
	42%
	1.71323
	159

	74
	Retinol-binding protein 4 (RBP4)
	Q5VY30
	21287
	5.27
	33%
	-2.67865
	130

	75
	Immunoglobulin lambda-like polypeptide 5 (IGLL5)
	B9A064
	22819
	5.79
	42%
	3.07144
	85

	79
	Haptoglobin (HP)
	P00738
	42126
	6.25
	16%
	-1.92002
	193


1: the marked number on two-dimensional electrophoresis gel in Fig.2. 2: the expressional rations of exosomal proteins in Kawasaki disease patients after
intravenous immunoglobulin(+IVIG) therapy compared with controls(C).
