Table S2. SSR markers selected to study structural diversity in Cassava 

	SSR locus
	Type of repeat
	Left  primer

(Reverse)
	Right  primer

(Forward)
	Product

Size (bp)
	T *

( (C)
	MgCl2

(mM)A

	SSRY4
	(GA)16
	ATAGAGCAGAAGTGCAGGCG
	CTAACGCACACGACTACGGA
	287
	45
	1.5

	SSRY9
	(GT)15
	ACAATTCATCATGAGTCATCAACT
	CCGTTATTGTTCCTGGTCCT
	278
	55
	1.5

	SSRY12
	(CA)19
	AACTGTCAAACCATTCTACTTGC
	GCCAGCAAGGTTTGCTACAT
	266
	55
	1.5

	SSRY19
	(CT)8(CA)18
	TGTAAGGCATTCCAAGAATTATCA
	TCTCCTGTGAAAAGTGCATGA


	214
	55
	1.5

	SSRY20
	(GT)14
	CATTGGACTTCCTACAAATATGAAT
	TGATGGAAAGTGGTTATGTCCTT


	143
	55
	1.5

	SSRY21
	(GA)26
	CCTGCCACAATATTGAAATGG
	CAACAATTGGACTAAGCAGCA
	192
	55
	1.5

	SSRY34
	(GGC)5GGTGGC(GGT)2
	TTCCAGACCTGTTCCACCAT
	ATTGCAGGGATTATTGCTCG
	279
	55
	1.5

	SSRY38
	(CA)17
	GGCTGTTCGTGATCCTTATTAAC
	GTAGTTGAGAAAACTTTGCATGAG


	122
	55
	1.5

	SSRY51
	(CT)11CG(CT)11(CA)18
	AGGTTGGATGCTTGAAGGAA 
	GGATGCAGGAGTGCTCAACT 
	298
	55
	1.5

	SSRY52
	(GT)19
	GCCAGCAAGGTTTGCTACAT
	AACTGTCAAACCATTCTACTTGC
	266
	55
	1.5

	SSRY59
	(CA)20
	GCAATGCAGTGAACCATCTTT
	CGTTTGTCCTTTCTGATGTTC 
	158
	55
	1.5

	SSRY63
	(GA)16
	TCAGAATCATCTACCTTGGCA 
	AAGACAATCATTTTGTGCTCCA 
	290
	55
	1.5

	SSRY64
	(CT)13CG(CT)6
	CGACAAGTCGTATATGTAGTATTCACG
	GCAGAGGTGGCTAACGAGAC 
	194
	55
	1.5

	SSRY69
	(CT)18ATT(AT)2 (N)7 (CTTT)2
	CGATCTCAGTCGATACCCAAG
	CACTCCGTTGCAGGCATTA

	239
	55
	1.5

	SSRY82
	(GA)24
	TGTGACAATTTTCAGATAGCTTCA 
	CACCATCGGCATTAAACTTTG 
	211
	55
	1.5

	SSRY100
	(CT)17TT(CT)7
	ATCCTTGCCTGACATTTTGC 
	TTCGCAGAGTCCAATTGTTG 
	210
	55
	1.5

	SSRY102
	(GT)11
	TTGGCTGCTTTCACTAATGC 
	TTGAACACGTTGAACAACCA 
	179
	55
	1.5

	SSRY103
	(GA)22
	TGAGAAGGAAACTGCTTGCAC
	CAGCAAGACCATCACCAGTTT


	272
	55
	1.5

	SSRY105
	(GT)6GC(GT)2(GA)16
	CAAACATCTGCACTTTTGGC
	TCGAGTGGCTTCTGGTCTTC 
	225
	55
	1

	SSRY106
	(CT)24
	GGAAACTGCTTGCACAAAGA 
	CAGCAAGACCATCACCAGTTT 
	270
	55
	1.5

	SSRY108
	(CT)24CCT
	ACGCTATGATGTCCAAAGGC 
	CATGCCACATAGTTCGTGCT 
	203
	55
	1.5

	SSRY110
	(GT)12
	TTGAGTGGTGAATGCGAAAG 
	AGTGCCACCTTGAAAGAGCA 
	247
	55
	1.5

	SSRY135
	(CT)16
	CCAGAAACTGAAATGCATCG 
	AACATGTGCGACAGTGATTG 
	253
	45
	1.5

	SSRY147
	
	GTACATCACCACCAACGGGC
	AGAGCGGTGGGGCGAAGAGC
	113
	45
	1.5

	SSRY148
	
	GGCTTCATCATGGAAAAACC
	CAATGCTTTACGGAAGAGCC
	114
	45
	1.5

	SSRY151
	
	AGTGGAAATAAGCCATGTGATG
	CCCATAATTGATGCCAGGTT
	182
	45
	1.5

	SSRY155
	
	CGTTGATAAAGTGGAAAGAGCA
	ACTCCACTCCCGATGCTCGC
	158
	55
	1

	SSRY161
	(CT)11TT(CT)21(CA)19
	AAGGAACACCTCTCCTAGAATCA 
	CCAGCTGTATGTTGAGTGAGC 
	220
	55
	1.5

	SSRY164
	(GA)29
	TCAAACAAGAATTAGCAGAACTGG 
	TGAGATTTCGTAATATTCATTTCACTT 
	187
	45
	1.5

	SSRY169
	(GA)19(A)3(GAA)2
	ACAGCTCTAAAAACTGCAGCC 
	AACGTAGGCCCTAACTAACCC 
	100
	55
	1

	SSRY171
	(TA)5CATA(GATA)8 GC(GA)23
	ACTGTGCCAAAATAGCCAAATAGT 
	TCATGAGTGTGGGATGTTTTTATG 
	291
	55
	1.5

	SSRY177
	(CCT)6CT(N)65(CT)4 AT(CT)18
	ACCACAAACATAGGCACGAG 
	CACCCAATTCACCAATTACCA 
	268
	45
	1.5

	SSRY179
	(GA)28
	CAGGCTCAGGTGAAGTAAAGG 
	GCGAAAGTAAGTCTACAACTTTTCTAA 
	226
	55
	1.5

	SSRY180
	(GA)16(G)4(GA)5
	CCTTGGCAGAGATGAATTAGAG 
	GGGGCATTCTACATGATCAATAA 
	163
	55
	1.5

	SSRY181
	(GA)22(G)3C(GA)3GGAA(GA)4
	GGTAGATCTGGATCGAGGAGG 
	CAATCGAAACCGACGATACA 
	199
	55
	1.5

	SSRY182
	(CA)17(N)31GAGG (GA)8
	GGAATTCTTTGCTTATGATGCC 
	TTCCTTTACAATTCTGGACGC
	253 


	55 
	1.5


T*: Annealing Temperature.   A : MgCl2  final concentration per PCR reaction  (final volume in the PCR reaction: 25µl
























































































































































































































































































