Table S1. The 46 CGN accessions with known origin used in the comparison of SSR results with newly sampled populations and the 11 CGN accessions containing genotypes also found in the newly sampled populations and that for that reason were also plotted on the map of Figure 3. 

	 
	 
	 
	 

	CGN accession
	Country of origin
	Latitude
	Longitude

	CGN04947
	Germany 
	5248N
	01145E

	CGN05155
	Germany 
	5141N
	00957E

	CGN05807
	Germany 
	5047N
	01133E

	CGN05859
	Germany 
	5125N
	01145E

	CGN05860
	Germany 
	5111N
	01426E

	CGN05865
	Germany 
	5112N
	01158E

	CGN05950
	Netherlands
	5158N
	00535E

	CGN05997
	Germany 
	5212N
	00752E

	CGN10877
	Germany 
	5047N
	01131E

	CGN10878
	Germany 
	5056N
	01135E

	CGN10879
	Germany 
	5114N
	01243E

	CGN10880
	Czech Republic
	5000N
	01300E

	CGN10881
	Netherlands
	5202N
	00453E

	CGN14287
	Netherlands
	5158N
	00540E

	CGN16182
	Netherlands
	5127N
	00338E

	CGN16183
	Netherlands
	5126N
	00349E

	CGN16184
	Netherlands
	5153N
	00526E

	CGN16194
	Netherlands
	5225N
	00525E

	CGN16206
	Germany 
	5225N
	01059E

	CGN16251
	Netherlands
	5215N
	00426E

	CGN16286
	Netherlands
	5157N
	00534E

	CGN16287
	Netherlands
	5223N
	00531E

	CGN17415
	Germany 
	5041N
	01116E

	CGN17416
	Germany 
	5056N
	01145E

	CGN17417
	Germany 
	5056N
	01145E

	CGN17418
	Germany 
	5052N
	01204E

	CGN17419
	Germany 
	5056N
	01135E

	CGN17420
	Germany 
	5058N
	01141E

	CGN17421
	Germany 
	5048N
	01135E

	CGN17422
	Germany 
	5048N
	01135E

	CGN17423
	Germany 
	5047N
	01131E

	CGN17424
	Germany 
	5051N
	01144E

	CGN17425
	Germany 
	5100N
	01120E

	CGN17428
	Germany 
	5031N
	00719E

	CGN17429
	Germany 
	5145N
	01127E

	CGN17430
	Germany 
	5126N
	01153E

	CGN17441
	Germany 
	5158N
	00737E

	CGN17445
	Netherlands
	5223N
	00528E

	CGN18631
	Germany 
	5129N
	01158E

	CGN18652
	Germany 
	5154N
	00738E

	CGN18653
	Germany 
	5151N
	00716E

	CGN18657
	Netherlands
	5231N
	00606E

	CGN18990
	Germany 
	5131N
	01158E

	CGN18991
	Germany 
	5112N
	01158E

	CGN18997
	Germany 
	5122N
	01117E

	CGN19034
	Germany
	5056N
	01145E

	Additonal accessions mapped in Figure 3
	 
	 

	CGN09306
	France
	4606N
	00608E

	CGN14296
	France
	4736N
	00307W

	CGN16193
	France
	5103N
	00344E

	CGN16197
	Belgium
	5045N
	00552E

	CGN16208
	Germany 
	5148N
	01109E

	CGN16209
	Germany 
	5203N
	01046E

	CGN16278
	France
	4730N
	00112E

	CGN16288
	France
	44--N
	006--E

	CGN17438
	Belgium
	5037N
	00536E

	CGN18992
	Belgium
	5035N
	00526E

	CGN18993
	Belgium
	5033N
	00526E


Figure S1. Frequency distribution of the level of population differentiation (a) and average gene diversity (b) for the total set of newly sampled populations. The AFLP data are represented by grey bars and those for NBSp by black bars 
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